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1P-002*

1P-003*

1P-004*

1P-005*

1P-006*

| &% m% / Structural biology (1P-001 ~ 1P-052)

TUVITIANARIER NI E NS1 DL MEFEKICEYT BEM0THER
Structural Insight into the Diverse Multimer Formation of Dengue Viral Protein NS1
OBH f1% ' (Kazuhiro Sawada), ARA BT~ 2* (Michiko Kimoto), ¥ 3Lk | (Fumiya Sano),
E #ARER ! (Yutaro Shuto), FEWF g A\ ! (Hisato Hirano), AJf FLBH ' (Yoshiaki Kise),
Rk B5% ' (Yuzuru Ttoh), SER —HE >3 (Ichiro Hirao), JEA # ' (Osamu Nureki)

"HK - BE - 2% (Dept. of Biol. Sci., Sci., The Univ. of Tokyo).
’Inst. of Bioeng. and Nanotech., A*STAR, Singapore. *Xenolis Pte. Ltd.

BEEMKSREROEH T/ T IENRREEHNSRERORCHEIEDREA
Reaction mechanism of the phytopathogenic glycan synthase, which break the common
knowledge of glycoside hydrolases
OJCN 48 ' (Sei Motouchi), 43 HJEH ? (Shiro Komba), H1J%: 182 * (Hiroyuki Nakai),
1 18 ! (Masahiro Nakajima)
VHUREIREK - AREE L - ZEAr R (Dept. of Appl. Biol. Sci., TUS). * J#F#H; (NARO).
*Hi#K - B (The Faculty of Agric. Niigata Univ.)

CRISPR-Cas9 DS FHAL DAL

Visualization of the molecular evolution of CRISPR-Cas9

OEH B ! (Naoto Nagahata), 1] 22K ! (Sota Yamada), [l 5.5 ? (Sac Okazaki),
SESR CFRE T (Masahiro Hiraizumi), [T BiACHR ! (Keitaro Yamashita), JlIj#E —7 * (Kazuki Kato),
Pa4 BAE 12 (Hiroshi Nishimasu)

"YOK - I - {b/E (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2YOK - JEHEHE - MG ZE 4y (Struct. Biol. Div., RCAST, The Univ. of Tokyo).
PHEERHR AR K - BESRR A - 415 (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

RE_SRICHEMAENIEEERIES VN VED Y 71 F EF RS BRI T RN

CryoEM analysis of membrane protein in function embedded in lipid bilayers

OB 48 ' (Atsuki Nakano), 21| 3% — 2 (Jun-ichi Kishikawa), #°—1L1 % V) 2 7 ° (Christoph Gerle),
Jok F5R} * (Hideki Shigematsu), YR 7 3 (Kaoru Mitsuoka), A1 & ! (Ken Yokoyama)

"ROEK - AR (Fac. of Life Sci., Kyoto Sangyo Univ.).

® SRR TSR SIS 2% (Applied Biology, Kyoto Institute of Technology).

P KRB 2R E T WiMBI 2 ~ # — (Research Center for Ultra-High Voltage Electron Microscopy, Osaka University).
* EBESERRESEE ~ # — (JASRI), * BB BRS¢ ~ # — (RIKEN SPring-8 Center)

Crystal structure of B lymphocyte associated co-receptor human CD72-CTLD
O Purnima Indeewari Thathsarani Liyanage'. Nobutaka Numoto'?, Yuya Hanazono'.
Takeshi Tsubata’, Nobutoshi Ito'

'Department of Structural Biology, Medical Research Institute, Tokyo Medical and Dental University.
*International Center for Structural Biology, Research Institute for Interdisciplinary Science, Okayama University.
*Department of Pathology, Nihon University School of Dentistry

hERG F v RJIVDL{F18ERET & LC/MS/MS 12 & B B RIEMmDEE SR
Structural Analysis of the hERG Channel and Qualitative Analysis of Purified Products Using LC/MS/MS
O T 35EL " (Yasuomi Miyashita), /N4 JEL Zy % (Satoshi Ogasawara), ¥ 5% * (Ryo Konno),

I FE ? (Masaki Ishikawa), H1)5 Kili 3 (Daisuke Nakajima), /Nt I 3 (Osamu Ohara),

7k TR ! (Tetsuichiro Saito). JI &5 #if ° (Yusuke Kawashima), 4§ #+1- ? (Takeshi Murata)

" T3 KBk - X (Graduate School of Medicine, Chiba Univ.). > T-#£ kBt - # (Graduate School of Science, Chiba Univ.).
5§ & DNA 4L (Kazusa DNA Research Institute)
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1P-007*

1P-008*

1P-009*

1P-010*

1P-011*

1P-012*

1P-013*

1P-014*

PET E&IBAR ZEMm L 7=RR%&ERIE S /N7 & OEERFR
Structural analysis of disease-associated proteins in the brain for PET ligand development
Ol M, ' (Kaede Goto), £E¥F #1A ! (Junta Tomono), A< #= 2 (Shozo Furumoto),

A {247 3 (Nobuyuki Okamura), JELFH fi— ° (Ryuichi Harada), A%|l] 5] ' (Takeshi Yokoyama),

Hep B! (Yoshikazu Tanaka)

"YUbk - Beskfy (Grad. Sch. Life Sci., Tohoku Univ.), > Ltk « CYRIC (Grad. Sch. CYRIC., Tohoku Univ.).
POILEE R ALK - BEdk P4 (Grad. Sch. Pharm. Sci., Tohoku Med. & Pharm. Univ.)

Structure-activity relationship (SAR) study of hydrophobic moiety of nonsecosteroidal VDR

ligands using diphenylsilane scaffold
O Hansaka Nirupama Thilakarathne Narasinghe Mudiyanselage '*. Takashi Misawa’.
Yosuke Demizu’. Yuya Hanazono'. Nobutoshi Ito'. Hiroyuki Kagechika’. Shinya Fujii’

'"Tokyo Medical and Dental University, Medical research institute (MRI, TMDU).
*Institute of Biomaterials and Bioengineering, Tokyo Medical and Dental University.
*National Institute of Health Sciences

FAMEREART I L R0 X RiERIEERIT

X-ray crystallography of ferredoxin from Antarctic green alga

OWIA JB3E 2 (Nana Yamamoto), AP #A ' (Yusuke Onishi), FH Z5H3 2 (Hideaki Tanaka),
A Y5 2 (Genji Kurisu)
"BOK - 4 4F (IPR, Osaka Univ.), * Bk -+ #It (Graduate School of Sci., Osaka Univ.)

BEBRICIIB U anT) D UVEILOSFREE
Molecular design of a-hemolysin membrane pores based on structural information

OPIME Hi Kk ! (Kota Naito), HH B E 2 (Ayaka Nakada), ] #:7- 2 (Shoko Fujita),
FhIL #CF] ' (Takeshi Yokoyama), JI|'%¥F # ] % (Ryuji Kawano), FHH' FLFll ' (Yoshikazu Tanaka)

"Rk - By (Grad. Sch. Life Sci. Tohoku Univ.).
PR TR - B 1% (Grad. Sch. Biotech & Life Sci. Tokyo Agri & Tech Univ.)

V) S TBERFRE N EORBREE. BRIEOHEILE SUHRERR
Expression, purification and characterization of antifreeze protein from Kuritake mushroom,
Hypholoma sublateritium
OH B #i2 "2 (Yumi Goshima), FK|1I 2§51 ? (Yasushi Ohyama), T 3& 5 '? (Hidemasa Kondo)
ek fr (Hokkaido Univ.), * FEAEHF - 27 a4+ 2 (BPRI, AIST)

VY A HERT BITER NG EOBEERER

Characterization of antifreeze protein from Matsutake mushroom

O Danyi Mengl’z\ Kl 2 2 (Yasushi Ohyama), JEE B 1.2 (Hidemasa Kondo)
Ve KBeE Ay (Hokkaido Univ.), * MEA&HF - ZEH 7 1 & X (BPRI, AIST)

IEZLEE V-ATPase DB &I

Structural analysis of mammalian V-ATPase

OVEH #54< ! (Yui Nishida), W75 {57 2 (Atsuko Nakanishi), HV% 350kt ! (Atsuki Nakano).,
. Fi3E ' (Fuka Ueda), Y& 7% % (Kaoru Mitsuoka), 111 3 ' (Ken Yokoyama)

' 5K - Ay (Grad.Sch. Bioscience., Kyoto Sangyo Univ.).
PO - B EEHE ~ & — (Research Center for UHVEM., Osaka Univ.)

Rab 7 7 X ) —{E5%FE GTPase D LEFF LIC &K B RIS

A novel ubiquitination mechanism of Rab family small GTPases

OB 39 (Jun Shirai), = #2458 (Toshiki Takahashi), JI| )5 #.2 (Hiroyuki Kawahara)
ALK - B - Ay - Mi/EAE (Cell. Biochem. Lab., Dept. of Biol. Sci., Tokyo Metropolitan Univ.)
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1P-015*

1P-016*

1P-017*

1P-018*

1P-019*

1P-020*

1P-021*

SRRERFR Cas9 DHEEEIEERET

Functional and structural studies of a novel Cas9 identified from hot spring

OfH B! (Osamu Kikko), AN #2412 (Shunsuke Matsumoto), 4% BilF- 2 (Sonoko Ishino),
A #:2 3 (Hiroyuki Matsumoto), Bf [T BLK 3 (Masahiro Noguchi), % &L > (Tomoyuki Numata),
9 B 2 (Yoshizumi Ishino)

"Lk - B - ZEBR (Dep. of Biosci and Biotec., Kyusyu Univ.), > Juk - #% (Dep. of Biosci and Biotec., Kyusyu Univ.),
> % #1534 % (Takara Bio Inc.)

BAREZER IFI16 DBEEMFEHTME
Structural biology of the innate immune receptor IF116
OEfG HE— (Ryuichi Takahashi)

YK - 3 (Grad. School of Pharm. Sci., The Univ. of Tokyo)

BRYEET/ AF 5 —ENEEHSELOFOL VEE [ EO—ASMREENRICEZZHE
Impact of Tyrosine Residues on Lytic Polysaccharide Monooxygenase's Surface in Enhancing
Cellulose Degradation
ONK B 2 (Yusei Yagi), B #kF ** (Keiko Kondo), Z L.~ 7T~ '} (Nguyen Huyen),

Y38 B ] > (Takashi Watanabe), = I X = '° (Bunzo Mikami), 7k £% '"*** (Takashi Nagata).,

Fo3F 1A >34 (Masato Katahira)

"HUK - A (Inst. Adv. Energy., Kyoto Univ.), * 5Kkt - = %% (Grad. Sch. Energy., Kyoto Univ.).

PR - AW - A=A ##F 4 7 (Integr. Res. Center Carbon Negative Sci., Inst. Adv. Energy., Kyoto Univ.).
YRR N4 A< AT uF 2+ YY) — (Biomass Product Tree Ind. Academia Collaborative Res. Lab., Kyoto Univ.),
5K - 4420 (Res. Inst. Sustain. Hum., Kyoto Univ.), ® sikki - 2 (Grad. Sch. Agric., Kyoto Univ.)

BEEBFEZHAOVTERLEa X7 b1 07 204 Fg#OEERIT
Structural analysis of a-synuclein amyloid fibril formed using ultrasonic irradiation
OKH B8 ! (Tomoki Ota), F & 7 AHE ! (Kichitaro Nakajima), [JIT] 5— ! (Keiichi Yamaguchi),

%I #0 T (Yuji Goto), 5% % F- 2 (Hiroko Takazaki), Kedii Y. 2 (Mika Hirose), M ;2 2 (Takayuki Kato).,

K 1Yk ' (Hirotsugu Ogi)
"BOK - I (Grad. She. Eng., Osaka Univ.). 2 Bk - £ (IPR, Osaka Univ.)

B HMAMRRICHRNMEE T 1 AARDEFEDEERFT

Structural insight into a bifidobacterial enzyme specific for type B blood group antigen

O% B ' (Qing Weng), JE J5 BT ! (Toma Kashima), J& &K ' (Zengwei Liao), #x[A ' (Megumi Akama),
Bk WHIE ' (Akimasa Miyanaga), 75 [ /A % (Hisashi Ashida), {RfZ #£2< " (Shinya Fushinobu)

"YOKEE - B/ERL - I/E T (Dept. of Biotech., The Univ. of Tokyo).
2IEEOA - ZEWBILT. (Faculty of Bio-Oriented Science and Tech., Kindai Univ.), * 4{k CRIIM (CRIIM)

R4 MR Retron DS EERZEA

Structural and functional analysis of Retron

O 18—HF ' (Junichiro Ishikawa), >R[] ¥k ' (Kanta Yoneyama), it J$i% ' (Masahiro Hiraizumi),
I BEAER % (Keitaro Yamasita), 5 1E A ° (Kotaro Kiga), PE3¥4 BARE ? (Hiroshi Nishimasu)

PYOK - I - Ak#2E 4y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2HCK - JEHRAF (RCAST, The Univ. of Tokyo). * &4« (NIID)

#ERED MDP1 O C KIFRAXEMTRIHD NMR #7H7
NMR analysis of the C-terminal intrinsically disordered region of Mycobacterial DNA-binding
protein 1(MDP1)
O%F: M6 ' (Ayaka Asai), £ H 2T ' (Natsuko Goda), KB WL 1% (Takeshi Tenno),
H % #43% ! (Emi Hibino), PG 84 3 (Akihito Nishiyama), B3 4 > (Kosuke Ito),
A I * (Sohkichi Matsumoto), J#EH 75— 1> (Hidekazu Hiroaki)

"% K - fill% - #> (Grad. School of Pharm. Sci., Nagoya Univ.). * #r[iil 4341 BeCellBar (BeCellBar).
PHEA - BE - PERFRAE (Grad. School of Med and Dent Sci., Niigata Univ.).
P - Bt - FEHEIF (Grad. School of Sci and Tech., Niigata Univ.), *COMIT
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1P-022*

1P-023*

1P-024*

1P-025*

1P-026*

1P-027*

1P-028*

1P-029*

LGR4 IC& % Wit &7 FIVRERIEOEBEEMFEN TR
Structural biology studies on Wnt signaling regulation by LGR4
O T4 (Yuxuan Peng)

HOK - 3 - JEFH# (Phar., The Univ. of Tokyo)

it FIEEMITIC &S, cytidine deaminase DA T €= 7 {RIFHEAZEA
Neutron crystallography to elucidate the mechanism of ammonia molecular retention in cytidine
deaminase
OF o ¥ ' (Kaito Ugajin), Kii# A— ' (Taichi Yokomizo), HEVL #&i& ! (Hiroshi Kajie).
WH BI# ! (Aki Uchida), J2Hil %2 ? (Toyoyuki Ose)

"L KB - kAR (Grad. School. Life Sci., Hokkaido Univ.).
2 JL KB - SE¥E/EAy (Faculty of Advanced Life Science., Hokkaido Univ.)

REZAEE LILRA2 DY H N A2L RS
Molecular mechanism of ligand A2L recognition by immune activation receptor LILRA2
OF % # ' (Jiagi Wang), )1] ¥ "* (Atsushi Furukawa), [ FifE ' (Rika Yamazaki),

W M 3 (Hisashi Arase), P42 {H3E ¢ (Kouyuki Hirayasu), Fijfit gz %7 (Katsumi Maenaka)

"JeX - % (Pharm. Sci., Hokkaido Univ.). * 4K « % (Pharm., Kanazawa Univ.).

PBCK - B4AF (Res. Inst. Microbial Diseases, Osaka Univ.).

SR - JEHEF B (Adv. Preventive. Med. Sci. Res. Center, Kanazawa Univ.).

*JEK - ABRBF (Int. Inst. Zoonosis Control, Hokkaido Univ.), °Jtk « 7 2 F ~ (IVReD, Hokkaido Univ.).
"Juk - 3 (Facult. Pharm. Sci., Kyushu Univ.)

SARS-CoV-2 ARNTF KD A B 42 DFEICHI 27 I 01 FRMHEORERR

Analysis of amyloid fibril of SARS-CoV-2 peptide with and without AB42

O B ' (Manami Yamaguchi), & H %51 ! (Natsuko Goda), KB W75 2 (Takeshi Tenno),
H L% %42 ' (Emi Hibino), J&B] 75— '3 (Hidekazu Hiroaki)
' 4 KBifgE (Rad. Sch. Pharm. Sci., Nagoya Univ.). * #rhil 4t BeCellBar (BeCellBar, LLC), *COMIT

BFHNFHEILEDT I F AREDRX I LA F MRTFHESIRERRR
Molecular dynamics analysis on the nucleotide-state-dependent structural state of actin filament
OO fEX ! (Kota Mizuguchi), K E 4 2 Jun Ohnuki), B ¥F ' (Kyoko Shimanuki),

IAR KM ! (Daichi Kubo), E5%F S%HI ' (Mitsunori Takano)

PHUK - JBHERLT. - $ UG (Dept. of Pure & Appl. Phys., Grad. Scl. Adv. Sci. & Eng., Waseda Univ.),
Oy B - BIERENSES TR (Dept. of Theor. & Comput. Mol. Sci., Inst. for Mol. Sci.)

ErT/ La—5y brlEGEY ) AV EF—ED Y 7414 A EFHEMBERRN
Cryo-EM analysis of the human genome-targeting serine recombinase
Otk T2 (Chika Ito)

MK - T2 - %4y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo)

TycC-TE (CKBIEV R —LHEATF K Tyrocidine IRIXILDIZERRK
Structural studies on the cyclization of the non-ribosomal cyclic peptide tyrocidine by the
thioesterase domain TycC-TE
OF5HE 17 ' (Rino Saito), 7KV g ' (Takayuki Nagae), #H Y&)Z | (Mitsuhiro Takeda),
28 $J 2 (Sho Konno), 5111 5 ! (Hiroshi Aoyama), 211 ¥ * (Atsuhiko Taniguchi),
R BLHE 2 (Yoshio Hayashi), = & IEHBL ' (Masaki Mishima)

" YUK - 38 (Dept. Pharm, Tokyo Univ. of Pharm. and Life Sci.).
2R3 K - 4 (Dept. Life Sci, Tokyo Univ. of Pharm. and Life Sci.)

Cryo-EM I V) v FO#EELZBIELAEEIREST 7 2 OB /0O NEST

Acid chloride modification of graphene for to functionalize grids for Cryo-EM

OfEfx K& ' (Masayuki Fujimori), Jf: I %% '? (Tsuyoshi Inoue), jRJE W#ZE 12 (Haruyasu Asahara)
"BOK - % (Phs, Osaka Univ.), > K 2GEM 2 B0F (OTRI)
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1P-030*

1P-031*

1P-032*

1P-033*

1P-034*

1P-035

1P-036

FHBYHROL O MF 2 AKR T VEF R2Vb DV 741 F EFHHMEIE SRR
Cryo-EM structure of R2Vb, a retrotransposon factor from vertebrates
O i ! (Kenta Fujimatsu), il 5 2 (Sae Okazaki), 311 % > (Yukari Isayama),
SESL % ' (Masahiro Hiraizumi), |1 F FEACHER ! (Keitaro Yamasita), PRI BARE ' (Hiroshi Nishimasu)

"HOK - L - B4 (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2YCK - JGHRRE - HERSZ: 4y (Struct. Biol. Div., RCAST, The Univ. of Tokyo).
PR AEK - BEkRRD - 4515 (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

R RNA {&FHE) O EF—ED I 51 A ETFRMFBERZR
Cryo-EM analysis of a novel RNA-guided recombinase
O35t ®2% ' (Nami Shiojiri), [ F-5 2 (Sae Okazaki), 3|1 %5 ° (Yukari Isayama),
SE5L S T (Masahiro Hiraizumi), |1 F REAER | (Keitaro Yamasita), P30 BARE 12 (Hirosi Nisimasu)

"HOK - L - B4 (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2K - JediiE (RCAST, The Univ.of Tokyo).
SUCHERHRBEK - DEBARD + 20 T (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

FREMDIRT 7 — DB Retron DISEHRERRA

Structural and functional analysis of Retron, a prokaryotic antiphage defense system

Okl ! (Kanta Yoneyama), i 28\ ' (Yoshihisa Mitsuda), 45 )1] #—EE ' (Junichiro Ishikawa),
[ FLHE 2 (Sae Okazaki), “Fdit $Fi% ! (Masahiro Hiraizumi)y 1] T FEAHR ! (Keitaro Yamashita).,
SR AE] 3 (Kotaro Kiga), P34 HARE "2 (Hiroshi Nishimasu)

"HOK - L - B4 (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2 YUK - JliBF (RCAST, The Univ. of Tokyo). * &4 (NIID)

I Y FU7RE AAA+ 7077 —t Ymel OBES KU FEERFIRT
Structural and molecular dynamics of mitochondrial inner membrane AAA+ protease Yme1
O% 3% WAk ' (Yuta Imai), H3F #5552 (Noriyuki Kodera), 3ef% #5F ' (Yuhei Araiso)

VALK - IRIEME - 4 (Dept. of Clin. Lab. Sci., Div. of Health Sci., Kanazawa Univ.),
2 &ROK - F 2 ZE6r i (WPI-NanoLSI, Kanazawa Univ.)

FoO-AMFUVAR=E—=ILEZEERRBEEXDBEER

Structural analysis of bacterial xylose transporter

Ok #MiAH ' (Yutaro Takahashi), [11A4< Z£35 ! (Kotomi Yamamoto), /5% 3% ' (Jun Takahashi),
Min Fey Chek!. %l ik ' (Toshio Hakoshima), FHHt ELE} 2 (Yoshiki Tanaka),
)] 528k ° (Muneyoshi Ichikawa), B 25k ' (Ryoji Miyazaki), H1 2% ' (Hidetaka Kohga),
B 548 T (Tomoya Tsukazaki)
VZEBEIK (NAIST), 2 7 712544 ~ (AgroDesign), ° #iH K% (Fudan Univ.)

ARV IFI/OEDDITOEY T+ = FTRREW=AHEBELL
Large-scale structural changes discovered in a globin fold of ancestral myoglobins
Of%E 85 ' (Yasuhiro Isogai), # 8 7 >~ b =% % (Antonio Tsuneshige), 4% k=7 3 (Hiroshi Imamura),
HhyT. $5 3 (Setsu Nakae), I Ml * (Tsuyoshi Shirai)
"EINILKR - 36 T (Dept Pharmaceutical Engin., Toyama Pref. Univ.).

THHBK - 70V FATNAALF AL T VA -4 ra-F )57 0 Y—f%+t » ¥ — (Dept. Frontier Biosci., Micro-Nano Tech.

Res. Center, Hosei Uni.).
PRI F K - N F 44 = v A (Dept. Bio-sci., Nagahama Inst. Bio-Sci. Tech.)

Na® K> 7D Na" ERBERYEE & DIEERIERE

Structural basis for Na*-sequential binding of Na*-pump

O4H BEK ' (Ryuta Kanai), Bente Vilsen’. Flemming Cornelius®. % J 3 ' (Chikashi Toyoshima)
"YOK - sk (IQB, The Univ. of Tokyo). “Dept. of Biomed., Aarhus Univ.
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1P-037

1P-038

1P-039

1P-040

1P-041

1P-042

1P-043

1P-044

D/H O b7 A MEIC K B EBEKHKOHERBEF MR

Crystallographic analysis of protein hydration by D/H contrast technique

Of8§ %5 ' (Tomoko Sunami), FAT 81T 2 (Toshiyuki Chatake), JE )it # ' (Satoru Fujiwara),
b FHA1EH  (Ichiro Tanaka), H T JB§5A * (Katsuhiro Kusaka)

VR - B72EAr (IQLS, QST). Y stk - Bi£3HF (KURNS, Kyoto Univ.),
*YK - BT, (Graduate School of Sci. and Eng., Ibaraki Univ.).
RSO FTTERRE - VTR SER I AE & ~ 4 — (NIAPC, CROSS)

RERMFIZH L7 HBV X EREHRATF FOBELRAREZE NMR ICEZEEEHEENDHVHEE
EAZRADHA
A simple preparation method for stable isotope-labeled HBx-derived peptides and an application
to weak interaction with host proteins by NMR
ORY A8 ' (Hideki Kusunoki), /NbR [ %2 * (Naohiro Kobayashi), #5#% 2 3 (Kaori Wakamatsu),

¥ f2,2 *° (Toshiyuki Tanaka), 7k £% 7 (Takashi Nagata)

" &SR - Yelibt (RCBP in the Next Generation, NIID). > I - 2 dk§fiERL %% (Lab. for Adv. NMR appl. and develop., RIKEN),

PPE K - BLUT22KF (Grad. Sch. of Sci. and Tech., Gunma Univ.),

PP - B BB (Inst. of Life and Environ. Sci., Univ. of Tsukuba).

*HLBK - TARA &~ # — (Life Sci. Center, TARA, Univ. of Tsukuba), ° 5{fif K - =5V F — BT 2W%807 (IAE, Kyoto Univ.).
TR -+ TRV —F2RSERE (Grad. Sch. of Energy Sci., Kyoto Univ.)

MR-native SAD ;&I KB BEE X #RiE SIBEREN

A comprehensive strategy for quick determination of protein structures by MR-native SAD method

OT-H 4L Miki Senda), T-H ¥ (Toshiya Senda)
VO R ERHE - WHERE - W2 (KEK, IMSS, SBRC)

IV 1M F 2ER Ib serine-clamp ERAD B FidiEfFIH K UEERE
Single-particle structure analysis and activity measurement of C.perfringens iota toxin Ib
serine-clamp mutant
OZ=Z4A 87 ' (Yuki Mitani), 75 i ? (Toru Yoshida), [11F %4~ ' (Tomohito Yamada),

HF 3EH] ! (Hideaki Tsuge)

"ROHEK - A A BL (Fac. of Life Sci., Kyoto Sangyo Univ.), > HZ& K - Il (Fac. of Sci., Japan Women's Univ.)

WEe ") v N EG-grid(R) Zi&R L7= 7 71 F EF RS OSSR TR
A structural analysis strategy for cryo-electron microscopy utilizing EG-grid(R); Functional Grid

O/ﬁ'ﬁ B'Mﬁ (Hiroki Tanino)
Bk - BE - 3 (Grad. Sch. Pharma.Sci., Osaka Univ.)

rIAREF 2 ADOFKIRE FOF Y LBREOEAKICEOSEFEDOEEZHIREICEHT IHMR
The substrate recognition mechanism of an enzyme involved in biosynthesis of the terminal
hydroxamic acid group of trichostatin A

O7k H B 2 (Ryuhei Nagata), PY[1] 'L '* (Makoto Nishiyama), %5111 %8 /A '* (Tomohisa Kuzuyama)

" JUKBERE (Grad. Sch. Agri. Life Sci., The Univ. Tokyo). > 8L : BUKBE#! (Pres. add.: Grad. Sch. Sci., The Univ. Tokyo).
RO EHERERE (CRIIM, The Univ. Tokyo)

Cas9C KimrEIHDMMEAIEELE

Comprehensive structural comparison of Cas9 C-terminal regions
OME A BE (Ren Enomoto), A H it (Kouya Sakuma), JSH JEHL (Motonori Ota), /Nt 25 A HE (Ryotaro Koike)
%l R K% KB (Nagoya Univ.)

HMEOMIREEARICHELR T v IN—E Mur) ZIEETHRAENTF K Lys" OFEF
Analysis of the antibiotic peptide Lys" that inhibits lipid Il flipping by E. coli MurJ
OW#H % (Hidetaka Kohga), Napathip Lertpreedakorn, M %23 (Hiroyuki Tanaka),
=% F5IR (Ryoji Miyazaki), IR %54 (Tomoya Tsukazaki)
Z 6%k (NAIST)
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1P-045

1P-046

1P-047

1P-048

1P-049

1P-050

1P-051

SARS-CoV-2 BQ.1.1 &% S 2NV E RBD IC& 5 ACE2 SRR BE AR SEDEEER
Structural basis for ACE2 receptor recognition and antibody escape by SARS-CoV-2 BQ.1.1
mutant S protein RBD
OXRM FHFTF ' (Kanako Kimura), 35K T3k ' (Tateki Suzuki). f£ % AR I ' (Jiei Sasaki), G2P-Japan.
fie il 4 * (Kei Sato), JX-Vir, #& B/ ' (Takao Hashiguchi)
"SR - BRZEDF (LiMe, Kyoto Univ.), * HUk + EEEHIF (The Inst. of Med. Sci., The Univ. of Tokyo)

NI LEERRERIVINGEA 7T ) OB FEER(LORERA
Dynamic structural analysis of the calcium-binding photoprotein aequorin
O%&O $EF ' Maiko Moriguchi), A% 21 > (Toshiya Funahashi), H3it *3 ' (Toru Nakatsu)
"FIEEK - %€ (Dept. of Pharm. Sci., Wakayama Med. Univ.), * 50k - 3§ (Dept. of Pharm. Sci., Kyoto Univ.)

NiFe E FOSF—EDEE I T A X —BEICH I 5 —BLRFIHXEAHOBEMRE
Structure study of transient complex involved in carbon monoxide transport for NiFe-hydrogenase
maturation
OMA BISZ ' (Norifumi Muraki), JI[4< $&K ? (Akihiro Kawamoto), ZEA# JEfi > (Genji Kurisu),
P T F) > (Shigetoshi Aono)

"BEISK - BT (Dept. of Chem., Keio Univ.). > Bk - &1 (IPR, Osaka Univ.).
S FUABHETIEREME - ExCELLS (EXCELLS, NINS). ¢ F1ABHEGFERHE - 57 T-0F (IMS, NINS)

AUNTEDSHREDIEKX | ESEEETF —7 DL E R

Expanding Protein Diversity: Generating and Characterizing Left-Handed Structural Motifs

O #iffi ' (Riu Hirano), T3 2 A7 H ¥ ! (Swagatha Ghosh), T~ WL %% ' (George Chikenji),
JNEP 356 % (Hiroki Onoda), Hg4% #2522 (Yasufumi Umena), 3 ¥ 2N A L} F )V F '? (Leonard Chavas)

"%k - I 5% (Dept. of Appl. Phys., Nagoya Univ.),
#K - v vrubu L ¥ ¥ — (Synchrotron Radiation Center, Nagoya Univ.)

YR =LEZRAWVEI IV 181 F 2BFROFE

Adjustment of Clostridium perfringens iota toxin using liposomes

OB H #&3% (Noriaki Sakoda), [LJH %81 (Tomohito Yamada), it F JEH] (Hideaki Tsuge)
WK - B (Fac. of life Sci., Kyoto Sangyo Univ.)

M ZREEEADOMIZEFBMADEALAHICE S 2N E—EEEOTHEVOEEIERA D NMR iR

NMR Analysis of Protein-Lipid Weak Interactions by Confinement in Self-Assembled Metal

Coordination Cages

O[] Y445 ' (Takahiro Nakama), FHF 523 ' (Miri Tadokoro), Hongkun Liu'. ZA gl 2° (Maho Yagi-Utsumi),
Ik %— 2° (Koichi Kato), BEH 3% *° (Makoto Fujita)

'K - T - it (Dept. of Applied Chemistry, Grad. School of Engineering, The Univ. of Tokyo).
> #lik - % (Grad. School of Pharmaceutical Sciences, Nagoya City Univ.).

 HARLIFSEREAE - EXCELLS (ExCELLS, NINS). * H AR HFSERHE - 4 1-BF (IMS, NINS).
SYK - [{BSEAERE (UTIAS, The Univ. of Tokyo)

DAFRBRA VT J") YR OMRENSEOEEER
Structural basis of cancer cell-specific binding of an anti-integrin antibody
O % Bt ' (Takao Arimori), i 4 A 25 ! (Yuna Sasaki), Al 2% 2 (Naoki Hosen).,
B #— ! (Junichi Takagi)
"BOK - & AHF (IPR, Osaka Univ.). > Bk - £ (Grad. Sch. Med., Osaka Univ.)
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1P-052 WA AMED-BINDS BEICHI3 0 T1 A EFEMFHAMR & KIEHT
Cryo-EM facility / support system for AMED-BINDS project at the University of Tokyo
OB AR ¥ ' (Yoriko Akuzawa), )&t 271 ! (Toshie Furuya), 5/ 943K ' (Miku Takagishi),
Tony Wangl\ ¥ Bs— ' (Yoichi Sakamaki), P 1T ' (Chieko Saito), i B 5% 2 (Yuzuru Itoh).,
IR HIB 3 (Yoshimasa Takizawa), M #H] ' (Haruaki Yanagisawa), Radostin Danev*.
)1 HeE T (Masahide Kikkawa)

"HOK - PR - ZEARMEES: (Deprtment of Cell Biology and Anatomy, Graduate School of Medicine, The Univ. of Tokyo).
*HK - Bl - ZE) (Department of Biological Sciences, Graduate School of Science, The Univ. of Tokyo).

PUCK - R (Institute for Quantitative Bioscience, The Univ. of Tokyo).

SRR - IR - JBUiMEES2 (Advanced Structural Studies, Graduate School of Medicine, The Univ. of Tokyo)

1 P 2 RAZ—BREE (FAk—JL A+B) / Poster & Exhibition (Main Hall A+B)
= 68118 (& /June 11 (Tue) 1350 ~ 1550

| stE#% - 1548#1% / Computation/Information science (1P-053 ~ 1P-076)

1P-053* XAHELTF—4atY FTEBULABINEBETNEFALESNIE - VHY FESRNEOTFA
Predicting Protein-Ligand Binding Affinity Using Pre-training Models on Large-Scale Datasets
OH:F & (Sei Inoue). My HIFE (Yoshitaka Moriwaki). = H 1% (Tohru Terada)
HOK - B - B4 T (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., The Univ. of Tokyo)

1P-054* HXABRIEPL—RBET > TTEBIFEESFICHITIZIEFX )V 1EX ) — OB EZIR DR
Ubiquinone/ubiquinol exchange pathway in the photosynthetic RC—LH1 supercompex
OFALA Bisg (Yosuke Teshirogi), FxMfh HHFE (Yoshitaka Moriwaki), < H 3% (Tohru Terada)
HOK - Bek - 52T (Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The Univ. of Tokyo)

1P-055* & N\UBH—EEEAKIZBITS QU/MM SHEERLICET =, KREL QU/MM SHEF—4+& b
EWWFBERT v IVET IO
Developing Large-Scale QM/MM Computational Datasets and Machine Learning Potential Models
toward Accelerated Protein-Ligand Simulations
OXM 0% ! (Takuto Ohmura), W Rk ! (Yoshitaka Moriwaki), FH & ! (Tohru Terada),
Wi % 14 % (Jun Sese)

"YOKBE RS IB/E T (Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The Univ. of Tokyo).
>t 2=~/ — LAHf%EH (Humanome Lab., Inc.)

1P-056* CD ZA~Y ML) 3BEHFLE FBFBERAVAEEAE Z REEDTFH
Prediction of protein secondary structure using three-layered imaging of circular dichroism
spectroscopy and deep learning
OAP#TIE 582 ! (Kouya Nakandakari). £ A} 2 (Hiroki Fukuda), F /S % ABR 2 (Kichitaro Nakajima),
T ZE— 2 (Keiichi Yamaguchi), #2 #i )2 2 (Yuji Goto), 3K 1#¥k * (Hirotsugu Ogi)
"B{K - T (Sch. Eng., Osaka Univ.), > Bk - T. (Grad. Sch. Eng., Osaka Univ.)

1P-057" #WEeHtEEZE T T/ RFPAL 2 SP11 kR VN EOBERIT
Structural analysis of de novo designed SP11-like protein containing functional region
O=0F 14 ' (Hakuto Miyoshi), 4E A S #ith * (Kouya Sakuma), FEM HHFE ' (Yoshitaka Moriwaki),
Fi B HBEL ' (Toma Kashima), B 7K $i1F ' (Akimasa Miyanaga), 3 3% ' (Tohru Terada),
INER S 13 (Shinya Fushinobu)

"HUK - B4 (Grad. Sch. Agri. and Life Sci., The Univ. of Tokyo). *#i°k - 1} (Grad. Sch. Info., Nagoya Univ.).
3 JUK - CRIIM (CRIIM)

1P-058* FEK/INVHk - BAY v 7 AHEEOMIER AlphaFold DB 2%
Exhaustive AlphaFold DB search for antifreeze protein-like-beta-helix structures
O/NH i (Yuki Konaka), AR fits (Kouya Sakuma), /Mt 55KEB (Ryotaro Koike),
KH JGHL Motonori Ota)
% KBE - 1 - Bk (Dept. of Complex Systems Science., The Univ. of Nagoya)
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1P-059*

1P-060*

1P-061*

1P-062*

1P-063*

1P-064*

1P-065*

1P-066*

A< BEBEERRY b7—2 F AL DO AHEEE R OMBLRE
Investigation of itch sensation pathways based on the protein-protein interaction database
O TL HeK (Kota Tsurumi), JSH JEHL (Motonori Ota), /Mt 55 KR (Ryotaro Koike)

%K - 1 - Bk (Dept. of Com., Grad. Sch. of Inf., Nagoya Univ.)

Accurate Prediction of Intrinsically Disordered Protein by Protein Language Models
O#F 8 ! (Shijie Xu), /NFH % ' (Akira Onoda)
"Il K - B85 (Grad. Sch. Env. Sci., Hokkaido Univ.). *Faculty of Env. Earth Sci., Hokkaido Univ.

BRI FINESI2L—=23 ZAVESDOZEFRRFOI X F—EN_EFLEThSDEE
DLLEE

Interface of the Homo dimer structures in the Five of Receptor of Tyrosine Kinases using
Coarse-Grained Molecular Dynamics Simulations

OR3P H: ' (Naoto Tonogaito), T 17 ' (Chika Minami), & T 1.2 ' (Naoyuki Miyashita)

DIER - EWILT - Ak 25 & (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
TIEMR A - AP 2A5 (Dept. of Sys. Biol., BOST, KINDAI Univ.)

2EFETFIVMD 2 al—arzBAWERYEFEERE APP BAEFINEDHEER
Interaction Between Whole Structure of beta-Secretase and Juxta- / Trans- Membrane Domain of
APP Using All Atom MD Simulations
OfeA ¥ ' (Ryo Fujimoto), 75 8275 ? (Seina Saito), HIBF B #%4L | (Kaori Yanagino),

T .2 "? (Naoyuki Miyashita)

VIR - EWRLT - Aifk ¥ 2 5 & (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
PR - ZEBBLL - RGNS Bt (Dept. of Sys. Biol., BOST, KINDAI Univ.)

ChemGLaM: KREBESEETNZRAVELEY - 2N ERHMEEER T

ChemGLaM: Compound-Protein Interaction Prediction Using Large Language Models

O/ #0281 (Takuto Koyama), 34 S ' (Hayato Tsumura), JH .24 > (Ryunosuke Okita),
A f83E | (Shigeyuki Matsumoto), /ME; ZHi4i | (Ryosuke Kojima), BLEF F&5h1 13 (Yasushi Okuno)

"HOK ¢ € - A (Grad. Sch. Med., Kyoto Univ.), > 50k - 3 « 2%} (Fac. Sch. Pharm., Kyoto Univ.).
* B - R-CCS (RIKEN R-CCS)

BFHNFESIAL—2aVICHETBENLDORABRIEZORFEICHEITT
Toward the development of a versatile force field of heme for the molecular dynamics simulation
OffiF: K#3 ' (Yukina Sakai), L %7 ' (Hiroko X. Kondo), {75 87 2 (Tomoki Nakayoshi),

FERS 8 3 (Yusuke Kanematsu), JEE¥F 48 2 (Yu Takano). FiFF 183 ! (Hirofumi Arai)

"JeL K - 12 (Fac. Eng., Kitami Inst. Tech.). * 5Tl kB - #5#t (Grad. Sch. Info. Sci., Hiroshima City Univ.).
IR KBE - 563 BT, (Grad. Sch. Adv. Sci. Eng., Hiroshima Univ.)

DNN (C & B IERTE—T 1 > Ji% MOVE-DM Z R\ V7= CRISPR Type |-C D#EEHE 5 X AZR
Analysis of the Structure Fluctuations in CRISPR Type I-C using the MOVE-DM that is non-linear
morphing method by DNN

O BAF! (Ryusei Haruna), [ PN $HK ! (Shota Shimogochi), i I s& A ! (Ryota Kiyooka),
= WL 1.2 (Naoyuki Miyashita)

YRR - R - 2k 2 F & (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
TR - EWELT. - A4 (Dept. of Sys. Biol., BOST, KINDAI Univ.)

R Fold THEUA > 4—T 114 A &FO_EFDEHR

Analysis of dimers with similar interfaces in different folds

OPBIM $RE. (Takumi Sekine), JB&JE Fl1 9 (Kazuo Fujiwara), [T 38 (Masamichi Tkeguchi)
ALK - 8 - 7k (Dept. of Biosci., Soka Univ.)
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1P-067*

1P-068*

1P-069*

1P-070*

1P-071*

1P-072*

1P-073*

KAZXHER >INV E (IDP) F=EN—ARAMDTIC KDY - #aeD TIBARER

Comprehensive Analysis of the Properties and Functions of Intrinsically Disordered Proteins(IDP)
by Integrated Database Profiling

O A LAl ! (Shiho Aoki), /NP3 fi 2 (Wataru Onodera), ¥ H 3% >* (Toru Asahi)

VRO - BB - J53E (Dept. of Advanced Sci. and Eng., Waseda Univ.), *2%4 PD (JSPS Postdoctoral Fellow, PD).
P HLK - J63 (Dept. of Science and Engineering., Waseda Univ.), * %k « F / 8l (Nano-Life., Waseda Univ.)

Improving Protein Complex Prediction with Multiple Decoy Structures Generated by Docking
Software and Aggressive Refinement by AlphaFold2

O Y241 ' (Seiya Tanaka), w1l il ' (Masaki Koyama), /NI FH 325 95 2 (Hiroki Onoda),
L4+ F IV F ¥ %23 A " (Chavas Leonard), T3 24 ! (George Chikenji)

"4k - TL - 54 (Nagoya Univ.).
HK - v v rubu et v ¥ — (Synchrotoron Radiation Research Center, Nagoya Univ.)

SEBEICEISSEMIVEETIUN I VAT 2 7—EDHEE KB ORR
Relationship between function and diseases in human phospholipid acyltransferases on the basis
of protein structure
ORI B —Rl (Keiichiro Murayama), 175 ¥ %] (Atsushi Hijikata)
WK - 4r (Life Sci., Tokyo Univ. Pharm. Life Sci.)

HELEFEZ BV PISPAK B RV F205L ZEFICH TS GTP R M ORI
Analysis of PISP4Kf and F205L mutant: Elucidation of GTP specificity by computational approach
O Il #&12 ' (Shuhei Miyakawa), B, BAYR 2 (Koji Okuwaki), F-F {23k > (Toshiya Senda),

T-H 242 ° (Miki Senda), 7Py {8 * (Koh Takeuchi), f&i{% 3 ' (Kaori Fukuzawa)

"B K - % (Grad. Sch. Pharm. Sci., Osaka Univ.). *JSOL (JSOL). * & # Bt HENF (IMSS, KEK).
*YOKBidE (Grad. Sch. Pharm. Sci., The Univ. Tokyo)

ANV BN FEEEREFIA LS WERK Al ICK S Hit-to-Lead

Protein Structure-based Hit-to-lead design using Al technology

OTHE ' (Genki Kudo), 1B #IK ? (Shota Nakajima), TiiJ1] #iK ® (Yudai Ichikawa),
SEJR 145 # (Takumi Hirao), 7 ¥ #E 2 4 *° (Ryunosuke Yoshino), |+ 4~ * (Hitoshi Kamijima),
1B Bk *° (Takatsugu Hirokawa)

VBRIEK - S/ - B (Pure and Appl. Sci., Grad. Sci. Tech., Univ. Tsukuba).

PR &L Y 2 7 2 G EIBISENT (Research Institute of Systems Planning, Inc.).

PHLBEA - 6% (Med., Med. and Health Sci., Univ. Tsukuba). * #3K - P2 6#6% (Faculty Med., Univ. Tsukuba),
> K - TMRC (TMRC, Univ. Tsukuba)

MD §tHE & FMO EtHEZ AUV IL-10 SR AHREEIBORRR
Analysis of IL-10 receptor recognition mechanism using MD and FMO calculations
OB 5 P88 ! (Toma Miyagishi), AT #1k ? (Kenta Kamimura), 3 BE.5 * (Mayumi Endo),
A & EY 3 (Midori Kamimura), 75 3574 © (Yoshiharu Mori), FHHt 5% ° (Shigenori Tanaka),
B BAYR ' (Koji Okuwaki). HH F§MF ' (Yu-Shi Tian), 54 Kiifi | (Daisuke Takaya), f&i% % ' (Kaori Fukuzawa)

"BOK - 8§ - 41 (Quant. Life Sci. Bioinfo., Sch. Pharm., Osaka Univ.). * /3§ (Sch. Pharm., Hoshi Univ.).
*CBI WF7e4%ME (CBI Res. Inst.). *PRIZM BioLab, * #ik - fii#t (Grad. Sch. Sys. Info., Kobe Univ.).
SJX - BT (KQCC, Keio University)

ARREF/TTINERVR - RARSBIBHERN D 5 O RHRMEFEORRE

Development of information extraction method for liquid-liquid phase separation-related
literatures using large language model

OB 32 (Kayin Chin), A7 H #£— (Shoichi Ishida), {k 4 A 324 (Yukio Sasaki), Ff|l] £ (Kei Terayama)
Kili - Z4v & (Dept. of Med. Life Sci., The Univ. of Yokohama City)
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1P-074*

1P-075*

1P-076*

Structural and Computational Insights into Dynamics and Intermediate States of Orexin 2
Receptor Signaling
ORIt B2 ' (Shun Yokoi), 7315 B = 3 (Ryoji Suno), Y&k MifLRE ' (Ayori Mitsutake)

"IIAOR - BT - ¥ P (Department of Physics, School of Science and Technology, Meiji University).
A% 74— FK - - MY (Department of Structural Biology, Stanford University).
PIVEPEREK - Pifk2# (Department of Medical Chemistry, Kansai Medical University)

Structureome analysis of protein phosphorylation and kinase substrate specificity
OEM #E ' (Ryu Takayanagi). 8 5 8 ACHE 2 (Kentaro Tomii), P§ JJ3% * (Hafumi Nishi), HH i ' (Shinya Kuroda)

"YOK - BIL - ZERE (Dept. of Biol. Sci., Sch. of Sci., The Univ. of Tokyo). * JE#&HF - 15t} (AIRC, AIST).
P YLK - 1§t (Grad. Sch. of Info. Sci., Tohoku Univ.)

AML1 2 NI EICHERT B 7 72 v —0EEEEHEEOME

Structure-activity relationship study of AML1 protein binding aptamer

OFE4 BERK ' (Ryusei Kumatani), FHH % ' (Atsushi Tanaka), 3ZAS Z&— 2 (Taiichi Sakamoto),
115 BH] ' (Kenji Yamagishi)

" H KB - A4t (Graduate School of Engineering, Nihon University).
TR - ST - /B4R (Graduate School of Advanced Engineering, Chiba Institute of Technology)

1P-3

RAZ—BREE (Guk—IL A+B) / Poster & Exhibition (Main Hall A+B)
6B 118 (k) /Jdune 11 (Tue) 13:50 ~ 15:50

| e -

1P-077*

1P-078*

1P-079*

il - £ X=%% / Protein/Cellular functions, Imaging (1P-077 ~ 1P-111)

Proposed design of agonist antibodies that induce OX40 clustering based on physicochemical

analysis

ORKHE 98 ' (Kan Ujiie), HHEB 3% % (Aki Tanabe), 3[4 K% (Satoru Nagatoishi), 41 % ' (Ryo Matsunaga),
HEA 35 4 (Kouhei Tsumoto)

K BE L N4+ vV =7 v (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).
2 [ 3RS - =4 ZXHF (AIDS Res. Center, NIID).

PHOK - BET. - PET4 RS & ¥ ¥ — (MDRRC, Sch. of Eng., The Univ. of Tokyo).

PR - BT - BSR4 T4 (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

> UK - BREHIF IMSUT, The Univ. of Tokyo)

AR FF—E (MuSK) 9 FV > JICIE191-2 XLV DREATHS
Signaling by Muscle-Specific Kinase (MuSK) requies extracellular Ig1-2 domains
OKL X#k (Fumiya Mizutani), A #%— (Junichi Takagi)

Bk - # Pk (IPR, Osaka Univ.)

{LIEL > Y ERE DHELE S EHE SPs1696 D%t i1

Characterization of a sugar-binding protein of S. pyogenes, SPs1696

OWM 2 & L ! (Tsukushi Yamawaki). HIARJT 3% 2 (Makoto Nakakido), AT 3§45, 2 (Seisho Kinoshita),
FIVA 7 £ IVvF V5 A ? (Fernandez Jorge), HH)I| %1% 3 (Chihiro Aikawa), # 7 X4 T 7+t * (Jose Caaveiro),
th)I] —B% 3 (Ichiro Nakagawa), A< y43F € (Kouhei Tsumoto)

"HOKBE - 1. - k4 (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

PHKBE - T - N4 F T v ¥ (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).

SHFNFEER « %% (Sch. of Agri., Obihiro Univ). * Juk - ki (Grad. Sch of Pharm. Sci., Kyusyu Univ.).
KB - IR - PR W51 (Dept. of Microbiol., Sch. of Med., Kyoto Univ.).

S+ BEAHIF (Inst. of Med. Sci., The Univ. of Tokyo)
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1P-080*

1P-081*

1P-082*

1P-083*

1P-084*

1P-085*

1P-086*

1P-087*

NRAFIE S > /N 8B PDZD8 DXRAX MBI K DB BHEH/IAF— I b R FEBIEHKEHED
Liquid-liquid phase separation through the IDR of an ER-resident protein PDZD8 induces
ER-mitochondria contact sites
O4$e)2 L334 ' (Takahiro Nagao), Christian Hoffmann®. Johannes Tromm®. Dragomir Milovanovic’,

SEH#K #Hifi ! (Yusuke Hirabayashi)

"YOKEE - 1L - Ak%/EAr 1% (Dep. of Chem. and Bio., Eng., The Univ. of Tokyo).
*Laboratory of Molecular Neuroscience, German Center for Neurodegenerative Diseases (DZNE)

HIV-1Vif- B b E3 ZEFF 2V H—EREHHE MAVAIVA /| BABERTF APOBEC3 D7 X /4L
EEICRIZFTRE
HIV-1 Vif-human E3 ubiquitin ligase complex affects deaminase activity of human anti-viral/ cancer
related factor APOBEC3
ORE SR 12 (Kentaro Tozawa), g :4fi | (Keisuke Kamba), ¥+ 3 2 (Ryo Iwaoka),

A £ 2 (Takashi Nagata), Fr3F 1F A "2 (Masato Katahira)

"HOK - TRV — BT AERERT (Inst. Adv. Energy, Kyoto Univ.). > 50K - BT & B (Grad. Sch. Energy Sci., Kyoto Univ.)

HEAEREZSEAOMEERERICBIZFFAIAINT 1 MEESOEEHE
Role of internal disulfide bond for functional expression of mammalian odorant receptors
O Nonoko Muto', #H A ' (Miki Takeda), A7 W] * (Hiroaki Matsunami),

FFE M 1E3C ' (Masafumi Yohda), FE2 VEA ' (Yosuke Fukutani)

"BETK - B LL - ZE4y T. (Dept of Biotechnol., Tokyo Univ. of Agric and Technol.).
*Duke K% + L5k - MGM (Dept of Mol. Genet. and Microbiol., Duke Univ. Sch. Med.)

KBEHEEIVINVEZEALRRC. ILH Y ADEREME
Enhanced Survival Rate in Caenorhabditis elegans under Desiccation Stress through Ice-Binding
Protein Expression

OTFilfi KM (Daiki Shimose)
WK - BT (Sci. and Eng., Ibaraki Univ.)

Deinococcus grandis #ifif8E - NV 2 —% &£ L 7= DNA RIERE 2 /N7 & Pprl OEHERER
Functional analysis of DNA damage responsive protein Pprl using a new host-vector system for
Deinococcus grandis

ORI HE ' (Miyabi Sakai), WEHE — 1% 2 (Issay Narumi), 2% 1E3C ' (Masafumi Yohda)
"B TK - BASE - £ % (Foodes. BASE., TUAT). * ##: - ZE6r (SL., Toyo Univ.)

EMRRICH T B/ MRAERBEERD Wnt/ B- HhT_UEBADEES
Contribution of ER-localized enzyme to the Wnt/f-catenin pathway in cancer cells
O Wik 1.2 (Shiori Yanai), AH &4 ! (Yusuke Ohta), FP#d WA= 3 (Takao Nomura),

B gz 1> (Katsumi Maenaka)

"It KBSk (Fac. Pharm. Sci., Hokkaido Univ.), * JtKBiskfir (Grad. Sch. Life. Sci., Hokkaido Univ.).
> JukBed€ (Fac. Pharm. Sci., Kyushu Univ.)

EREFENBEMEZAVERE—FFAX—22 T DDV AR SOOI L BB - BRE
An Efficient Method for Isolating and Purifying Nuclei from Mice Brain for Single-Molecule Imaging
Using High-Speed Atomic Force Microscopy

O3lElfE YK (Sota Kondo), Qiu Yujia. Sakinatus Sajidah Elma
SR - B - 2 (NanoLSI, Kanazawa Univ.)

KEER VNI BICKBERHEEFOIFAH=XL
Molecular Mechanism of Acquisition of Cold Tolerance by Ice-binding Proteins
OwAy B ! (Saki Nakamura), 71 B — 2 (Yoichi Shinkai), &3¢ E5A | (Masahiro Kuramochi)

YUK - BEFRT - BT (Grad. Sch. of Sci. Eng., Ibaraki Univ.).
TPERRHE - N4 F A 7 4 AOVIESERRIM (Biomedical Research Institute., AIST., Tsukuba)
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1P-088*

1P-089*

1P-090*

1P-091*

1P-092*

1P-093*

1P-094*

1P-095*

IRV YREFAIATIVE AL DUBT DME—T « 7V /=75 EREHRESD pH ER L B
7R
Elucidation of the pH-dependent dissociation of the TED-mediated covalent cross-link between
Streptococcus pyogenes and human fibrinogen
Oflizk &7 ' (Yuki Tokunaga), #3F % ' (Ryo Matsunaga), A 3% '? (Kouhei Tsumoto)

"YOK - I+ 234 F (Dept. of Bio. Eng., The Univ. of Tokyo). > 4¢k « EERHIF (Inst. of Med. Sci., The Univ. of Tokyo)

FZAFrvNART 05— MNARBRIRTRASEZTVSOHD ?
What is happening during the gate closing process of anion channelrhodopsin?
OZHEE K ' Miu Sudo), J&F BER 2 (Sayo Inoko), 3% IfEL 2 (Takuma Watanabe),

AT 3R 1,23 (Makoto Demura), 5§ JI] 1§ 123 (Takashi Kikukawa), A B 1,23 (Takashi Tsukamoto)

"JeK - Bi - 24y (Grad. Sch. Life Sci. Hokkaido Univ.). >4bK - Bl « #5471 (Sch. Sci. Hokkaido Univ.).
PAEK - BE - SB¥EZE Ay (Fac. Adv. Life Sci. Hokkaido Univ.)

FZAFrNARTOVORAZERISICHT B ') VERALEHDR
Effect of phosphorylation modification on the photochemical reaction of anionchannelrhodopsin
ORA Bi3g ! (Hina Akimoto), KA B 2 (Yuya Ohki), HA) 3k 123 (Makoto Demura),

) g5 > (Takashi Kikukawa), 354 Wi '3 (Takashi Tsukamoto)

"JeK - B - #5501 (Sch. Sci. Hokkaido Univ.). *Jtk - BE - ZEfr (Grad. Sch. Life Sci. Hokkaido Univ.).
PJEK - BE - JE¥EZE Ay (Fac. Adv. Life Sci. Hokkaido Univ.)

ZEIBEHH b7 AR—2—DERBERVEXICET HMAE
Exploring the origin and evolution of multidrug transporters
O/ #iA ! (Yuta Ogawa), #2ili A& %8 2 (Tomoaki Matsuura), © >~ T Y 7 2 2 (Liam, M Longo)

PHOTK - R T AERE - B T4 (Dept. of Life Science and Technology, School of Life Science and Technology, Tokyo Tech).
TR - Bk ATREZERT (ELSI, Tokyo Tech)

Biguanide REHI& X b2 N 7HERSEDHEE (ERRER
The interaction analysis between mitochondrial terminal enzyme and biguanide
OF 592 ' (Seungwan Woo), ¥ 2= Y =5 K « 7 4 2 (GeraldI Shulman), J5H )% 3 (Atsuhiro Shimada)

Vg RK - MLEE (UGSAS., Gifu Univ.), >4 = —JV K - 3% (Sch. Med., Yale Univ.).
SRR - W ZEW (Fac. Appl. Biol. Sci., Gifu Univ.)

Antifreeze proteins increase cell-membrane fluidity in hypothermic conditions

O# 8 ' (Yue Yang). FrJk 3£ "2 (Tatsuya Arai), 3 25¢ ' (Sakae Tsuda), =J& F15A 2 (Kazuhiro Mio),
e A AR R 2 (Yuji Sasaki)
"HOK - B R - W (Grad Sch. of Fron. Sci., The Univ. Tokyo). > M#&#f (AIST-Utokyo)

E b P2X4 RBKEEER OH =L HEERFRIFERDOEE
Development of new evaluation systems to characterize the interaction mode between human
P2X4 receptor and its inhibitors
O FL #E (Toshiki Shiomi), HREE BEWS (Akinobu Senoo), |11 F %K (Tomohiro Yamashita),
A ZFF (Sacko Yanaka), HEHH IF (Tadashi Ueda), H:H 3% (Makoto Tsuda), #1 7 XA 1@ 7+ (Jose Caaveiro)

JUKPE - # (Grad. Sch. of Pharm. Sci., Kyushu Univ.)

Unveiling the Mechanisms of Heat Sensitivity in Mutated Ryanodine Receptor Type 1:
Implications for Malignant Hyperthermia

O #:4E ' (Chujie Liv), 11 3 > (Takashi Murayama), /[ BEH ? (Takuya Kobayashi),
I{% 757 % (Toshiko Yamazawa), K| JE&EARER ¢ (Kotaro Oyama), JEHH BE R ' (Yoshie Harada),
§% A M ! (Madoka Suzuki)

"B - & AHF (IPR, Osaka Univ.), > 8Pk - % (Jikei Univ. Sch Med).
SR EK - M o3 133 (Dept Cell Mol Pharmacol, Juntendo Univ. Grad Sch Med). * &HF - #iiF (QST)
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1P-096*

1P-097*

1P-098*

1P-099*

1P-100*

1P-101*

1P-102*

SHERSZE SUCYIBCRMFEICED < OX40-OX40L HHEEBICHT B KR Y b ARy SOFEERT
Precise analysis of hot spots in 0X40-OX40L interaction utilizing computational science and
physicochemical methods
OVi%H % ! (Hiro Nishimuta), k)2 B | (Akinobu Senoo), &H & F ' (Sacko Yanaka),

E M5 BE 2 (Satoru Nagatoishi), 5% 2240 * (Takanori So), ##i [ 1F ' (Tadashi Ueda),

HA JESE * (Kouhei Tsumoto), # 7 N4 T 7k+ ! (Jose Caaveiro)

" JLKBE - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.). * #k - ERHF (Inst. of Med. Sci., The Univ. of Tokyo).
PEFIIA - # (Grad. Sch. of Med. and Pharm. Sci., Toyama Univ.).
SHOKBET. - /54 + .~ ¥ (Dept. of Bioeng., Grad. Sch. of Eng., The Univ. of Tokyo)

Enhancing Enzymatic Breakdown of Polyethylene Terephthalate by Cutinase Tethering
Hydrophobic Moiety at N-terminus

OV aR TAhF4—H5F 4 27— —= ' (MdSadikur Rahman Shuvo), /N S ' (Akira Onoda)

b 8 KR A BB R BE (Grad. School of Env. Sci., Hokkaido University).
* QU3 K2R 2 B ERBRBERL 22 F 42 B (Faculty of Env. Earth Sci., Hokkaido Univ.)

Day 1 (June 11)
Poster Session

BamE i BamA D B - NLIL R XAV EMEEAL. BAM B5E0BEZLZHHT ST, BELR
OMP7t>7V—%xXBRY S
BamE supports rapid OMP assembly by interacting with the B-barrel domain of BamA and
organizing the conformational change of the BAM complex
OME KA (Yuki Maruno), H1 B 175 B (Yukari Nakajima), T K77 — F ¥ ¥ —< = — (Edward, M Germany),

¥ H U (Takuya Shiota)

WK - 71 5 147 « RI(R], Frontier., Miyazaki Univ.)

phialotide A £ RERICHE TS T AT/ @l PhiaB ) X fRfE RSS2
X-ray crystallography on PhiaB involved in phialotide A biosynthesis pathway
ORI #i—BF ' (Yuichiro Takekawa), ¥ #fi2< 2 (Jyunya Takino), %%'Bf 25 % ! (Nana Yabuno).

Ik B ! (Min Yao), B fEk& 2 (Atsushi Minami), JBilli f2.2 ! (Toyoyuki Ose)

"Je KB - 4y (Life Science, Hokkaido Univ.). *JtkBE - 2 (Science, Hokkaido Univ.)

EEERICED < SEREICHT HNAHED SR SMEEET & WIBLFAIRRIR
Rational multivalency design and physicochemical analysis of antibodies based on structural
information against multimer antigen
OMsR M ! (Takanori Yokoo), HHA)T 3% 2 (Makoto Nakakido), #3H BF * (Keiko Matsuda),
AT 585 2 (Seisho Kinoshita), 7Vt 22 5 Fw» *(Radu Aricescu), il 4 > (Michisuke Yuzaki),
HEA J55F 12 (Kouhei Tsumoto)

"YOK B 1L - 1kZE (Dept of Chem &Biotech, Sch of Eng, The Univ. of Tokyo).

2K - BT - N4 v ¥ (Dept of Bioeng, Sch of Eng, The Univ. of Tokyo).

*JEHE - % - ZEBL% (Dept of Physiol, Sch of Med, Keio Univ.).

*MRC 75 T2 W AF5ERT AlikeZE 9% (Dept of Neurobiol, MRC-LMB), ° #{K « EEEHIF (Inst of Med Sci, The Univ. of Tokyo)

17451 X 4 B Methanococcoides burtonii H13E sHsp OF V) Jv—igi& & BEKRTFAEEBHEE DR

Structure and function of sHsp from the psychrophilic archaeaon, Methanococcoides burtonii

O % ! (Kyo Iino), /NI RE ! (Mima Ogawa), 57 fdt 2 (Ken Morishima), I 45 AHE 2 (Rintaro Inoue),
I IE W 2 (Masaaki Sugiyama), 3£ F H 1F 3 ' (Masafumi Yohda)

"2 T.K - 1. (Dept of Biotechnol., Tokyo Univ. of Agric and Technol),
PR - AT IRIAIENT (Institute for Integrated Radiation and Nuclear Science, Kyoto Univ.)

Synechococcus sp. NKBG 15041c 13k MD ATP JE&RFHIL S v XA RS N B OWEERRIR
Functional analysis of an ATP-independent chaperone-like protein from Synechococcus sp. NKBG
15041c

i 48 | (Keigo Nakano), O _FJE 20 ' (Manaka Uehara), ELEF )5 K ! (Kota Mano),

B9 @ KR ' (Kentaro Noi), 5P {8 % (Ken Morijima). b 4 AHB 2 (Rintarou Inoue),

#1 1E W 2 (Masaaki Sugiyama), 3£ F [ 1F X ' (Masafumi Yohda), |1JFH Sl ' (Akiyo Yamada)

"BTK - BRI - 24 T (Dept. of Biotech. and Life Sci., Tokyo Univ. of Agr. and Tech.).
2K - BT RIS (Inst. for Integrated Rad. and Nuclear Sci., Kyoto Univ.)
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1P-103*

1P-104*

1P-105*

1P-106*

1P-107*

1P-108*

1P-109*

ZEr7IVTFE FEEHOR 6 B 1 DHIRESRAKICHES T IEZZREDEE
Identifying Key Amino Acid Residues for the Functional Expression of Acetaldehyde-Responsive
OR6B1
OTJ# 14~ (Haruto Kudo). 4% 15248 (Reina Kanemaki), 7%+ H 1E X (Masafumi Yohda),
B4 ¥4 (Yosuke Fukutani)
TR - BET - 245 1. (Dept of Biotechnol., Tokyo Univ. of Agric and Technol.)

Hybrid-PURE system D#EFEEZh zFIA L/=#HRMRT7 L X FEFORE

Construction of Hybrid PURE system for identification novel arrest peptides

O3k Z5#+ (Naoko Tsuji)y BT 38 (Keigo Fujiwara), i H 7% (Hiraku Takada), T-2% 743 (Shinobu Chiba)
MK - My - 214y (Life Sciences. Kyoto-su)

QCM i%IZ &% DNA E{ERIE X /N7 E PARP-1 DEERIBEHERRIR
Quantitative function analysis of DNA repair-related protein PARP-1 by QCM method
ONMA KB ' (Yuri Kawahito), fkj#E 3 ' (Uka Sato), HllF: W& L ' (Sakura Hosoi),
Wi YL ! (Brika Yoshitomi), H ¥ 2257 2 (Hiroyuki Furusawa), HPJI] Hi4: * (Yuka Nakagawa),
MR ¥ ' (Shigeru Negi)

"l 4 - 3€ - P3E (Faculty of Pharmaceutical Sciences, DWCLA). * LJE KB (Yamagata Univ.).
* JUKAEME (Institute for Chemical Research, Kyoto Univ.)

IPARRNF T —EET I TA—BREDIUNT 59 FES EERBEDHERBERIIT S
The validation of the correlation between molecular assemblies formed by breast tumor kinase
and adaptor protein and enzymatic activity
OiXF: Al ' (Shiho Takei). G2/ #h S8 ' (Kaito Ugajin), H38 #fiA7 | (Junki Nakasako),
R AR 12 (Yuki Matsuo), i FH 35 2 (Ryo Kanda), JI]#k B&—HE * (Soichiro Kawagoe).
75 )8 YL * (Tomohide Saio), FAHI IF ? (Tadashi Matsuda), RFijfift 52  (Katsumi Maenaka).,
Ik B ' (Min Yao), EEWH 2.2 ' (Toyoyuki Ose)

"JE KB - @B (Grad. School. Life Sci., Hokkaido Univ.), * Atk - 3§ (Faculty of Pharm. Sci., Hokkaido Univ.).
P AEKBE - JBELE Ay (Faculty of Adv. Life Sci., Hokkaido Univ.), * #4815k « Je8i#% (Inst. of Adv. Med. Sci., Tokushima Univ.)

STAT1/2 NFOZEHDOER & 3

Purification and Evaluation of STAT1/2 Heterodimer

OffIF #hik ' (Yuta Tizuka), #J1] #fi—ER > (Yuichiro Takekawa), T <3 2 (Miku Minami),
R B2 ? (Toyoyuki Ose)
"Jek - B (Science, Hokkaido Univ.), > JtKbi - 24y (Life Science, Hokkaido Univ.)

ERESFICLETSHE PFREZBFETREFESMATOS 70V UV REOEERIAAOZE
The role of a conserved proline residue of human odorant receptors responding to
sulfur-containing Molecules
O/NEF A4 (Yumika Ono), 7 JfE 3% (Haruka Saito), [ %B 5] (Masashi Abe), #&F H 1F 3 (Masafumi Yohda),
R4 PEA (Yosuke Fukutani)
BLTOK - BET - 45 1. (Dept of Biotechnol., Tokyo Univ. of Agric and Technol)

PPM 7 7 SV —DEE B 74 NMEFHICED S HFREERE LD
Development of novel substrate identification method based on the divalent metal ion
dependence of PPM family
O/NE 2% ' (Takaaki Ozawa), H1)I] B 2 ' (Natsumi Nakagawa), {JHiE F£E ' (Shogo Ito),
SR BISR % (Rui Kamada), 3T f13% ' (Kazuyasu Sakaguchi)
"Jek - #4t (Grad. School Chem. Sci. Eng., Hokkaido Univ.), > JtX - 3l - 1k (Dept. of Chem., Fac. of Sci., Hokkaido Univ.)
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1P-110*

1P-111*

HIV-2 Nef & >2/N7 &0 CD3 f#IRAEF— 7 S8R

Binding analysis of HIV-2 Nef protein with host CD3 intracellular motif

O 56k ! (Ryota Koseki)y /¥ 4K ! (Idai Ozawa), )8 %2 ! (Kengo Hirao),
AT i * (Takashi Tadokoro), L IE A ' (Masato Sumi), Andrews Sophie’.
Rowland-Jones Sarah®, A B3 ' (Kimiko Kuroki), Hifft P2 4> (Katsumi Maenaka)

"t KBi3 (Facul. Pharm. Sci., Hokkaido Univ.), * IIITH s8R A% (Sanyo-Onoda City Univ.).
*Univ of Oxford. * JLA A (Inter. Inst. Zoonosis Control, Hokkaido Univ.).
*JEk7 7 F w4 (Inst. Vaccine Res. & Devel., Hokkaido Univ.). ® JukEid (Facul. Pharm. Sci., Kyushu Univ.)

\HREYT /) LBESRICEDIEBEERERFOT / LT71 NEEHR

Effects of transcription termination elements on in vitro genome transcription

Ox5 I 4:4h (Keisuke Saito), I ¥ X @ (Yukino Matsui), -1:)i; /23 (Nobuhide Doi), )5l J## (Kei Fujiwara)
BEK - BT - 295 (Dept. of Biosci. and Info., Keio University)

1P-4

RAZR—BREE (Guk—IL A+B) / Poster & Exhibition (Main Hall A+B)
6B 118 (k) /Jdune 11 (Tue) 13:50 ~ 15:50

| ##% - 74— 51 % / Biophysics, Protein Folding (1P-112 ~ 1P-139)

1P-112*

1P-113*

1P-114*

1P-115*

7 X/ BEEOBENEERICED S AOES N BT ERHIE
Control of assembly formation and thermal stability of antibodies based on electrostatic
interactions of amino acids
OB A B (Akira Nomoto), A B AHE (Kentaro Shiraki)
K - BB (Pure and Appl. Sci., Univ. Tsukuba)

A=INN=F v —=DILEBNAEDREY. EHMEER/NT X — 2 DFIEORE
Exploring the potential of supercharging to control antibodies' stability and interaction parameters
O%JE BE55 ! (Keisuke Kasahara), @& £ 2 (Atsunori Hirao), HEHH K #i ® (Daisuke Kuroda),

HTRA4a ke (Jose Caaveiro), [ > ¢ L ? (Tsukushi Yamawaki), HIAJT 3K 2 (Makoto Nakakido),

E M5 B2 (Satoru Nagatoishi), 4% 355 236 (Kouhei Tsumoto)

"HOKBE - 1L - 234 F = v ¥ (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).

> KBE - T - {bZk (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

P EHeBF - 357 2 (Res. Ctr. Drug Vaccine Dev., NIID). * JL KB « 3% (Grad. Sch. of Pham. Sci., Kyushu Univ.),

*HUKEE - T+ IR T4% RS & ~ # — (MDRRC, Sch. of Eng., The Univ. of Tokyo).
S K+ BRI (Inst. of Med. Sci., The Univ. of Tokyo)

3D RAXL VAT v EVJICEY 4 BT DMABEHOMNFENRFT CBERRICET 2K
Structural and thermodynamic analysis of antibody light chain tetramer formation through 3D
domain swapping
OfiJ: Be#s ' (Takahiro Sakai), |11 J$E ' (Shohei Yamaguchi), 255 5 ! (Tsuyoshi Mashima),
/INBK TS ' (Naoya Kobayashi), [ #f * (Lian Duan), A i * (Ryo Fujiki), Hengphasatporn Kowit’,
T I8 % (Yasuteru Shigeta), %5 JEH * (Hideaki Ogata), — .= Bi3% 4 (Emi Hifumi),
FH &= 4 (Taizo Uda), JFEH {2 ' (Shun Hirota)

" ALK - JakiBHE (Graduate School of Science and Technology, NAIST).
PR - BSYRFEISEE ~ & — (Cent. Comp. Sci., Univ. Tsukuba), * SGHEIK - Bi# (Grad. Sch. Sci., Univ. Hyogo).
SRGK - WEFES & Y & v MM (Inst. Res. Mgmt., Oita Univ.). ° JUHE3HF -+ 72 (Nano-tech Lab., ISIT)

MNEGBEBROHSEBEICHT S EERFES SVEERREORTE

Effects of ROS/RNS on the droplet formation of the ER-resident enzyme

OFEZR < 4 ' (Mai Watabe), 44 55 2 (Shingo Kanemura), 54 2574 12 (Kotono Suzuki),
Y% FlI#L ® (Kazunori Ban), {j#E f#1— 2 (Shinichi Sato), XM JGH * (Motonori Matsusaki),
FR e 3Rk 5 (Kenji Inaba), HIHR 2240 3 (Takakazu Nakabayashi), 2S WL 6 (Young-Ho Lee),
7R 35 4 (Tomohide Saio), BLA IFA 2 (Masaki Okumura)

"YedbK - 24y (Grad. Sch. of Life Sci., Tohoku Univ.). * Itk « 22K (FRIS, Tohoku Univ.).
P YLLK - % (Grad. Sch. of Pharm. Sci., Tohoku Univ.). * #iK - Jui#e30F (IAMS, Tokushima Univ.).
P - AEREEMF (MIB, Kyushu Univ.), © $ EIEBERE 7% 358 R (KBSI, South Korea)
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1P-116*

1P-117*

1P-118*

1P-119*

1P-120*

1P-121*

1P-122*

1P-123*

PDI 77 SV —BRICKBZHBEFEZNIE7O90TT7 )0 0D7 3 =IVT 1 2 THIEEEORER
Understanding the mechanism by which PDI family members control oxidative folding of
prouroguanylin, a precursor protein
OfF: 2235 ! (Kotone Ishii), 44 it ' (Shingo Kanemura), 557X % 3 (Shigeru Shimamoto).

2K 18,2 4 (Hiroyuki Kumeta), H 25 M= ® (Yuji Hidaka), Ff3% ¥k ° (Kenji Inaba),

752 49 H © (Tomohide Saio), WLAY IFA 2 (Masaki Okumura)

VHEK - FERLE T v Y5 4 THE, JABK - 4y (FRIS, Tohoku Univ. Grad. Sch. of Life Sci., Tohoku Univ.).
> - 24y (Grad. Sch. of Life Sci., Tohoku Univ.), * ik « #4381 (Fac. of Sci. and Eng., Kindai Univ.).
ek - ez Ay (Fac. of Adv. Life Sci., Hokkaido Univ.), * Juk - ZEEEF (MIB, Kyushu Univ.).

SRR - JLUREERMT (Inst. of Adv. Med. Sci., Tokushima Univ.)

Y Oddk L 7 F 2 AML-| OEEFIE E ZEFEEDERT
Regulation of activity and multimeric structure of coral lectin AML-I
OEfg 7 (Yuki Takahashi), ¥¥H 35— Pl (Shuichiro Goda)

Al K - BET - A4 B2 (Dept. of Biosci., Grad. Sch. of Sci. and Eng., Soka Univ.)

MNEEFET IO FERREOHREET I O4 MRMERRICET 5%
Development of miniaturized sonoreactor for amyloid fibril assays and study on amyloid fibril
formation by ultrasonication
O T-3 (Tina Kondo), H1}55 3% K HB (Kichitaro Nakajima), [1J[J J:— (Keiichi Yamaguchi),
etk #iJ (Yuji Goto), #K 1K (Hirotsugu Ogi)
Pk - 17 (Grad. Sch. Eng., Osaka Univ.)

al-7>»F )7 folding FRGOEBEICEDILS FI AN vy ANOVORRE

Development of chemical chaperones based on the structure of folding intermediates of

alpha1-antitrypsin

OFA )N A (Fusuke Hasegawa), b HEHL (Siori Inoue), A. Lomas David. B H Fifd (Maki Onda)
KBV - BeF - ZEW{ka% (Dept. of Biol. Chem., Osaka Met. Univ.)

1,6- \F Y OF—NhTOT7 I/ BEFSHEOBRNENHREY

Thermodynamic stability of amino acid derivatives in 1,6-hexanediol

O/INH %3 2 (Haruna Oda), F1H H 48 2 (Momoyo Wada), FIA B AHE ' (Kentaro Shiraki),
SEWF 4 2 (Atsushi Hirano)
"SR - B (Pure-&-Appl.-Sci., Univ. Tsukuba). > JERSHF - F 7 A8 (NMRI, AIST)

#BIFEL 77— 7 Sulfolobus acidocaldarius B3 7 )V A—IVERIK BT DEE & T 2t D fZEA

Elucidation of the function and thermostability of alcohol dehydrogenase from hyperthermophilic

Archaea Sulfolobus acidocaldarius
OB B (Yoko Iwamura), 3 75— HI (Shuichiro Goda)
{IMI K - BT - 2431~ (Dept. of Biosci., Grad. Sch. of Sci. and Eng., Soka Univ.)

FIIVFEZFOFVIAFF 7 Z2AVEA A) 7040 FEEEDOESESRT
Chiral structural polymorphism analysis of insulin amyloid using chiroptical pentameric
oligothiophenes
O # K ' (Takahiro Watanabe), V) ¥ K2 L ¥~ I %I )L * (Mikael Lindgren),

¥+ —7% Y v 3 (Linnea Bjork), /< A k .24 7%— 3 (Per Hammarstrom),

ZJVY ¥ ¥—#% — 3(K. Peter R Nilsson), {Ej#E AT (Hisako Sato), HEH £ ' (Tamotsu Zako)

" Kz - BT (Ehime Univ.), * 2 v o —FHEHA K (NTNU), ° ) ¥ ¥ a — ¥ ¥ K (Linkoping Univ.)

BRICEDZINLY VEBE NV EOBBARBRICBITESANT 4 I AXT R FEODERE 7
Abnormal secretion of disulfide-mispaired molecular species in the recombinant expression of
gibberellin-regulated protein by yeast
OAER] 72 ! (Ami Hanaoka), )1l —#% ! (Ichiho Yoshikawa), #{3% JZ3E ' (Tomona lizuka),

BB 35 HE | (Jingkang Zheng), HIE J M | (Yurie Nakajima), £ JE 35 2 (Soma Ishihara),

JCKH 18,2 ' (Hiroyuki Kumeta), BEA HEH ' (Yasuhiro Kumaki), AHIR %5 HE ' (Tomoyasu Aizawa)

"JeX - sk 4y (Grad. Sch. of Life Sci., Hokkaido Univ.), >tk - 8 (Sch. of Sci., Hokkaido Univ.)
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1P-124*

1P-125*

1P-126*

1P-127*

1P-128*

1P-129*

1P-130*

1P-131*

1P-132*

MIBLEHINT X — 2 AV REDOSENREEFAEDRRE

Comprehensive prediction of antibody stability using physicochemical parameters

O H FLBL ! (Rio Okada), 2%H P4 ? (Kosei Shibata), 53 #54: ! (Tetsuo Torisu). PIIL 7 * (Susumu Uchiyama)
"B - T. (Dept. of Eng., Osaka Univ.), > #kX &4tz — - x5 1 2 (U-Medico Inc.)

IgG 4F® Fab-Arm-Exchange D93 F X H X LDFE

Exploration of the molecular mechanism of IgG Fab-Arm-Exchange

OWA #iK (Kota Yamamoto), Z+Ht ZFF (Sacko Yanaka), k2 BER (Akinobu Senoo),
H T NRXA 1 R+ (Jose MM. Caaveiro)
JuK - 3 - Al#E (Faculty of Phar. Sci., Kyushu Univ.)

TT/BEEVAINADGT ) LB ED TS FIEEZELDRF

Relationship between genome release and capsid structural change of adeno-associated virus

OTF 4 WeFs ' (Saki Shimojo), [T #i# ' (Yuki Yamaguchi), H %53 ' (Tomohiko Ikeda),
BAT7ANER—=ITVLY , TV HT ! (Mark Allen, Vergara Rocafort), HtHt K4t ' (Yasuo Tsunaka),
FEJE FET 2 Mitsuko Fukuhara), B M ¥4 ! (Tetsuo Torisu), P11 7 " (Susumu Uchiyama)
"BCK + T (Grad. Sch. of Eng., Osaka Univ.), *2— + %54 2 (U-Medico Inc.). * ZEArAl 556 > 4 — (EXCELLS)

B;¥7 &M%k DUF2854 domain containing protein OX1 OE{L R b L ATt 5 E#IE DRI

study on the mechanism of oxidative stress tolerance induction by DUF2854 domain containing
protein OX1 from marine cyanobacteria

OB B~ (Kensuke Goto), HLIF J7 K (Kota Mano), 4H% PR (Kouya Nakamatu), [} £ (Syohei Kadowaki),
F= ¥ H 1F 3 (Masafumi Yohda), [IJH &t (Akiyo Yamada)
EE Tk - 10 - 24 T2 (Dept.of Biotechnology and Life Science, Tokyo Univ.of Agriculture and Technology)

PDI family A#l#9 2/ MFER7TOA R 2 OREEEHIBOIER
Elucidating the proinsulin quality control mechanism by PDI family

OfAHE 3% 2 (Tsubura Kuramochi), FEFF BEK 3 (Kenta Arai), FF3E ¥k * (Kenji Inaba),
At - E ' (Shingo Kanemura), BT 1A 1> (Masaki Okumura)

"HIEK - FBRREE7 1 v 5 4 7 (FRIS, Tohoku Univ.). * Btk - ZEfy (Grad. Sch. of Life Sci., Tohoku Univ.).
POCiEA - Bl (Sch. of Sci., Tokai Univ.), * JLK - 2P (MIB, Kyushu Univ.)

SIRE S NG EBROREEIHF

Aggregation suppressor at high concentration of protein

OfLBE Wi (Moe Tijima), P4 B (Akira Nomoto), A B AHS (Kentaro Shiraki)
S KEE - #M (Pure & Appl. Sci., Univ. Tsukuba)

PFITIT1 UV TRETTOBIFIVIICKIRILH T+ —IVT 1 JRE

Promotion of oxidative protein folding under a cell-like crowding environment by supramolecular
micelles

O B ! (Mai Kitamura), A} #1# 2 (Takahiro Muraoka)

"YORL TR - 1D - Mk . (Graduate School of Engineering, Tokyo University of Agriculture and Technology).
2 FZ N FEBHRME (KISTEC)

SATA VEEOBECHHET S SOD1 ZUNVEDEEA DXL
Misfolding Mechanism of SOD1 regulated by Cysteine Oxidation

O H B9 ' (Moeno Yoshida), {EE #7 2 (Ayaka Sato), I JEF > (Michiko Tajiri), J& A 2 (Yuta Hori),
BAAG %11 3 (Satoko Akashi), [ T & % (Yasuteru Shigeta), 1] EHH ' (Yoshiaki Furukawa)

VIS K - BT (Dept. of Chem., Keio Univ.), * %K - CCS (CCS, Univ. Tsukuba).
PBEEIK - A4 EE (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

A simplified technique for His-tagged recombinant protein purification by Ni (ll)-induced
precipitation

O Md. Din Islam. H:H # (Yutaka Kuroda)
Dept. of Biotech. & Life Sci., Grad. Sch. of Eng., TUAT
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1P-133*

1P-134*

1P-135*

1P-136

1P-137
1P-138

1P-139

Escherichia coli-expression of a natively folded influenza H1IN1-PR8 Receptor Binding Domain (RBD)
O Thao, L.N. Tu'. Tharangani Rathnayaka'. Jlli# f#ft > (Toshiyo Kato), K%+ i - * (Kenji Mizutani),
Bz i * (Tomonori Saotome), B[] B — 2 (Keiichi Noguchi), 1]l {7  (Toshio Yamazaki),
KA 2 — * (Shun-ichi Kidokoro), ML # ' (Yutaka Kuroda)

'Dept. of Biotech. & Life Sci., TUAT. *NMR Grp., Smart-Core-Facility Promotion Org., TUAT.
*Grad. Sch. of Med. Life Sci., Yokohama City Univ..

“‘Dept. of Mater. Sci. & Bioeng., Nagaoka Univ. of Tech..

°RIKEN Cent. for Biosyst. Dyn. Res.

Aggregates of a mAb caused by agitation induced a high immune response than caused by
heating
O Sanjida Yesmin'. M. Monirul Islam >, Md. Din Islam', #J} 143 > (Hiromichi Tsurui),

AR i = 3 (Shuji Matsuoka), MLFH # ' (Yutaka Kuroda)

'Dept. of Biotech. & Life Sci., Grad. Sch. of Eng., TUAT. *Dept. of Bio. & Mol. Biol., Fac. of Biol. Sci., CU.
’Dept. of Immu. Diag., Fac. of Med., Junt. Univ. Sch. of Med.

19G1 DIBETRK EHEEICELTE D DHEEDES REIDRR

Exploring the role of the hinge region in IgG1 structure and function

O/IB &5 1 (Yuuki Koseki), [T #i75 2 (Yuki Yamaguchi), #1 8% * (Michihiko Aoyama),
%M 1 ° (Minoru Tada), IKJE BEWS ' (Akinobu Senoo). 4 WIF- ° (Akiko Ishii), PYII 7 >° (Susumu Uchiyama),
PIAE B2 *° (Takayuki Uchihashi), [l $— ° (Koichi Kato), Z-H1 ZFF '° (Sacko Yanaka),
AT RA B k! (Jose M. M. Caaveiro)

"JuKPi - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.). * B KBg - 1. (Grad. Sch. of Eng., Osaka Univ.),
3[R 7 R S S LT R R AE R SE AT - ZE WAL ER (NTHS). * 4 KB - B (Grad. Sch. of Sci., Nagoya Univ.).
* AR ARFTERAE ALK B8 £ ~ & — (ExCELLS)

MK BTEEER ERpS7 b & L& Ny EmBE BB DR
Functional interactions between ERp57 and other PDI family members to guide protein folding
O’ &3 1.2 (Airu Takeuchi), A& JGHL 3 (Motonori Matsusaki), 7% % 3% 3 (Tomohide Saio),

FR3E Uk * (Kenji Inaba), 4547 #Z ! (Shingo Kanemura), BT 1E# '? (Masaki Okumura)

"R - FBF (FRIS, Tohoku Univ.), * #Udbk - 24y (Grad. Sch. of Life Sci., Tohoku Univ.).
SRR - el £ (IAMS, Tokusima Univ.), * JLk - ZEEERF (MIB, Kyushu Univ.)

SEREERY) T /Withdrawn

HADHIEICE D SARS-CoV-2 D N 2 /N7 E & RNA O E (ERRET

Characterization of the interaction of SARS-CoV-2 N protein with RNA by fluorescence spectroscopy

Ol #38  (Yuji Itoh),  Shrutarshi Mitra'. 4H it '* (Naoya Kaneda), Jy [l #fitl ' (Takuya Katayama),
E4& Ba 123 (Satoshi Takahashi)

"YUE K - £ 66 IMRAM, Tohoku Univ.). * #tJtk - 2 « {k (Dept. Chem., Grad. Sch. Sci., Tohoku Univ.).
P YLLK - ZEfy (Grad. Sch. Life Sci., Tohoku Univ.)

BKkEI/O9 M7 1 ICEKDEDMRFHESHDZN ~ K7V TV h—DOMEDTE~

Impact of Drug Linker Properties on Analysis of Drug to Antibody Ratio (DAR) by Hydrophobic

Interaction Chromatography

O=AH B K (Masahiro Mimura), #.[ K& (Taishi Kusama), H171. B (Ryuto Nakae), *F/& 5 (Yutaka Hirakura)
T AT I AEE - CMC 74 Xa vy 72 b - WPERF (ARL, CMC-D, Astellas Pharma Inc.)
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| 7074 -4 - BAEI% / Proteomics/Protein engineering (1P-140 ~ 1P-150)

1P-140 HEFEEMFICHTE FFRATNEIF—HE, R SH-PEG-NH2 V) > h—%FRA L F5 ZMEER A
ML SRR 5
A Novel MTGase-Based Chemo-Enzymatic Conjugation Methodology of Antibody Fragments
Utilizing SH-PEG-NH2 Linker Applicable for IVD Reagents
Offe e W58k ! (Haruya Sato). Jy i HiEEF ! (Yukiko Kataoka). PY§JI| ¥E— ! (Youichi Nishikawa),
B K4 ! (Daiki Okano), 7&K F: FEFE | (Mami Nagai), PYIE vt ! (Katsuki Naitoh),
FH & J51E 2 (Masato Taoka), [L1PY 5K 2 (Yoshio Yamauchi)

'Y 2Ry 7 ZABA &AL (Sysmex Corporation),
RS K SR B #8242 R (Department of Chemistry, Graduate School of Science, Tokyo Metropolitan University)

1P-141 BRBEXRTF FICEKBHRT L A MERR EE DRERIARIT
Cancelation of translational arrest by the translation enhancing peptide and its kinetic analysis
OVE 46 5 (Yuma Nishikawa), J)I] 38 (Riko Fujikawa), JljE &1 (Teruyo Kato), Hr#F F5HE (Hideo Nakano)
2K - B: - b4 (Appl. Biosci., Grad Sch. of Bioagr. Sci., Nagoya Univ.)

1P-142 BEEREMES NI ESHE% (PUREfrex’) ZBWVEEM AV INIED N RKiEI U R M I LDEHE
mLE

Improving efficiency of N-Terminal myristoylation of target proteins using a reconstituted cell-free
protein synthesis system
O 425 ! (Rena Matsumoto), 4] 3E L 2 (Tatsuya Niwa), WS HEHA ° (Yasuhiro Shimane),

B ZF 3 (Kaori Kuno), ¥ §xC2 * (Yutetsu Kuruma), [T 34 2 (Hideki Taguchi),

L & ! (Takashi Kanamori)

'Y—r7ur5 47 (K)(GeneFrontier Corp.), > H 1.k - W%kt - Mllfa& > ¥ — (Cell Biology Center, IIR, Tokyo Tech).
*REERETE P SRR - BGSIZEE 7 1 7 5 & (X-star, JAMSTEC)

1P-143 #7714 =T 14—V H>Y FEFIH L= AAVI BRIZDBRREEEE S A T LDEE
Development of AAV9 purification method and quantification system using novel affinity ligands
OZJF BT ' (Emiko Mihara), )| 2K * (Haruo Aikawa), Teerapat Anananuchatkul’,
# #W] ? (Hiroaki Suga), #iA #— ' (Junichi Takagi)

"BORAR IF (Institute for Protein Research, Osaka Univ.).
P YOR KA k4R (Department of Chemistry, School of Science The Univ. of Tokyo)

1P-144 TEE7OFFAIVADHDIATA HROBIEEDRR
Exploring a novel cysteine-specific modification technique for the quantitative proteomics
OZEHE =R ! (Arisa Suto), /N3 D) 1.2 (Yoshio Kodera), A} 42 1.2 (Takashi Matsui)

"JeHLKEE - B (Grad. Sch. Sci., Kitasato Univ.).
ZJEMOK - B - iSO 5 F I 7 Ak ¥ ¥ — (Center for Disease Proteomics, Sch. Sci., Kitasato Univ.)

1P-145 Native LIfAEDSAB L= Fab' 755 X 2 MBI 2 EEN D DU B RIRE LI H iE DL
Novel site-selective & quantitative conjugation technology for Fab' fragment from native antibody
OPIE T4l (Katsuki Naitoh), FiFf HI#E ¥~ (Yukiko Kataoka), [ K% (Daiki Okano), ¥4 4fi N\ (Hayato Aoki),
W2 B #75 (Ayaka Hatano), B4 H #yEE (Yuki Masuda), 7k 3t FRJ%E (Mami Nagai), & PR (Sakura Masuko),
{f % H5 ¥k (Haruya Sato)
YA Ry 7 AR &AL (Sysmex Corporation)

1P-146 AI&VNUET5—2 TIP60 DIV 7 T 5—EikiEHEDOFH
Luciferase-like activity of an artificial protein cage, TIP60
OJIIE T 5 (Norifumi Kawakami), & #%5% (Yoshihide Hamada), 4% # . (Kenji Miyamoto)
JBHE K - BT, (Dept. of Biosci. Info., Keio Univ.)
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1P-149

1P-150

FEVINAUNEABT—IOANDOZEEH—IA3FDHA

In vitro packaging of various cargo molecules into a non-viral protein cage

OB Wit ' (Kenya Tajima), {3 HEA~ 2 (Yusuke Sakai), 53 %%k | (Naohiro Terasaka)
"HULK - HbERZEAF (ELSI, Tokyo Tech.). * BLAF - A frkgRERL#if%8+ > & — (BDR, RIKEN)

MEFFUFE/ /O0—FVRFEOERBETNEFIRALIETF LR VN ERRRETORRE
Isolation of anti-biotin rabbit monoclonal antibody and development of biotinylated protein
analysis technique using the antibody
OJEM %72 ' (Mana Hamada), fi7k & ' (Soh Tokunaga). [1FH K ' (Kohdai Yamada),

s 1

HrH ¥2 2 (Hiroyuki Takeda), /N# i) (Tatsuhiko Ozawa), Wi ¥ ! (Akira Nozawa),
ERIE SEW ! (Tatsuya Sawasaki)

.....

University).
TBIRKFET T A LY Ak vy =707 AISERER (Division of Proteo-Drug-Discovery Sciences, Proteo-Science

Center, Ehime University).
PITHIR 2 JE MBI 27 R 50927 (Department of Immunology, Faculty of Medicine, Academic Assembly, University of

Toyama)

1 2EF 2RV ERRRAFEE RO
Technological Development of Pharmaceutical Antibody Production from Rice Seeds
O ik ! (Yuta Sawasaki), g 5 2 (Yoko Kato), wil B ! (Haruka Higashi),
I H 7K ' (Kohdai Yamada), $H 1 A 2 (Shigeto Morita), I¥A) )&% 2 (Takehiro Masumura),
B398 ¥ | (Akira Nozawa), I 3% ! (Tatsuya Sawasaki)

"EIRAY: 7T+ ¥4 TV A& v ¥ — (Proteo-Science Center, Ehime Univ.).
® RURRHE SERAR K2 B Ar BB 20 288 (Grad. Sch. Life and Enviro. Sci., Kyoto Pref. Univ.)

FIZRNT 1 RRIEZ I L RF 2 2 EHRDBEE TORBREE
Construction of a trisulfide dimer of ferredoxin from Thermotoga maritima and its formation
mechanism
OZi 2 Wl ! (Tsuyoshi Mashima), M BZ33% ! (Monami Tanaka), Binti Azmi Nur Aﬁqahl‘
11 {8 ' (Masaru Yamanaka), %75 $EHH 2 (Hideaki Ogata), J#&H] f2 ' (Shun Hirota)

VA ELGHRK - JEIRHE - W PTK (Div. Mat. Sci., Grad Sch. of Sci. and Tech., NAIST).
? LEMilL 7K - B (Grad. Sch. of Sci., Univ. of Hyogo)
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