HBARAE=8B75v1b=% / Poster Award Flash Talk

1 FT 1 B&ig (shA—JL 1/ 2) /Room B (Mid-sized Hall 1/ 2)
"1 68118 (& /June 11 (Tue) 13:00 ~ 13:40

| #is%m%¥ 1 / Structural Biology 1  (1P-001 ~ 1P-034)

EE B B GEILAF). 4k B JdutBEXE)
Chairs : Yoshikazu Tanaka (Tohoku Univ.), Min Yao (Hokkaido Univ.)

1P-001* FUUIAMNARELINE NS1 DEREMEFHKRICET ZEEARER
Structural Insight into the Diverse Multimer Formation of Dengue Viral Protein NS1
OFEEH fliE ! (Kazuhiro Sawada), ARAS BF 23 (Michiko Kimoto), 4EEF 3Lk ! (Fumiya Sano),
) #KER ! (Yutaro Shuto), I J A\ ! (Hisato Hirano)y ASJfi FLBH ! (Yoshiaki Kise).
i B3 ' (Yuzuru Itoh), “EJRB — B 2 (Ichiro Hirao), A Bl ' (Osamu Nureki)

"YOK - B - /R (Dept. of Biol. Sci., Sci., The Univ. of Tokyo).
’Inst. of Bioeng. and Nanotech., A*STAR, Singapore. *Xenolis Pte. Ltd.

1P-002* HEEMKFEEROEEZ T I IEVHRFEEEHRSKRERORCHIBEORA
Reaction mechanism of the phytopathogenic glycan synthase, which break the common
knowledge of glycoside hydrolases
OJE 4 ! (Sei Motouchi), 435 HIEH 2 (Shiro Komba), HiJf 182 3 (Hiroyuki Nakai),
rh & 914 ' (Masahiro Nakajima)

DWCRCEIREK - AIRBIL - Zkdv8 (Dept. of Appl. Biol. Sci., TUS). ? KLHFEEHE (NARO).
PPi#E K - B (The Faculty of Agric. Niigata Univ.)

1P-003* CRISPR-Cas9 DA FE{LDTIH1L
Visualization of the molecular evolution of CRISPR-Cas9
OFEM B ' (Naoto Nagahata), [LIH 22K ' (Sota Yamada), [FIF H.5 2 (Sae Okazaki),
SESL S T (Masahiro Hiraizumi), [ F REACER ! (Keitaro Yamashita), JlIjE —7y > (Kazuki Kato),
Pa3s 5AE ' (Hiroshi Nishimasu)
"YUk - I - {b/E (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).

2K - SEHRBF - A4y (Struct. Biol. Div., RCAST, The Univ. of Tokyo).
PR AEK - BE R - 4575 (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

1P-004* BEE_SRRICHAAFNI=BEEFRES 2V INTED Y 54 A EFHEME LR TR
CryoEM analysis of membrane protein in function embedded in lipid bilayers
Oy =48 ' (Atsuki Nakano), J52)1] #£— 2 (Jun-ichi Kishikawa), #*—1L1 % V) A 7 °(Christoph Gerle),
AR F5H) ¢ (Hideki Shigematsu), YGRH 3 * (Kaoru Mitsuoka), A%IL 7 ! (Ken Yokoyama)

"ROEK - A EL# (Fac. of Life Sci., Kyoto Sangyo Univ.).

® UK T SRR KRS ZE 42 5% (Applied Biology, Kyoto Institute of Technology).

R 2400 1 Wi Bi 2 ~ & — (Research Center for Ultra-High Voltage Electron Microscopy, Osaka University).
* BB RRLEESE L >~ 7 — (JASRI). * HAFBATERFEESE € ~ # — (RIKEN SPring-8 Center)

1P-005* Crystal structure of B lymphocyte associated co-receptor human CD72-CTLD

O Purnima Indeewari Thathsarani Liyanage'. Nobutaka Numoto'?. Yuya Hanazono'.
Takeshi Tsubata’. Nobutoshi Ito'

'Department of Structural Biology, Medical Research Institute, Tokyo Medical and Dental University.
*International Center for Structural Biology, Research Institute for Interdisciplinary Science, Okayama University.
*Department of Pathology, Nihon University School of Dentistry
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1P-006*

1P-007*

1P-008*

1P-009*

1P-010*

1P-011*

1P-012*

1P-013*

hERG F + RV DL FEERT E LC/MS/MS IZ K3 RRIEMDE RS

Structural Analysis of the hERG Channel and Qualitative Analysis of Purified Products Using LC/MS/MS

O F 3501 2 (Yasuomi Miyashita), /N JEL iy 2 (Satoshi Ogasawara), T 5% * (Ryo Konno).,
A FE ® (Masaki Ishikawa), H1 ) Kl 3 (Daisuke Nakajima), /]NJEL I 3 (Osamu Ohara),
T ¥ —BR ' (Tetsuichiro Saito), JII /& #ifi > (Yusuke Kawashima), #JH 31 2 (Takeshi Murata)

" T3 KBk - X (Graduate School of Medicine, Chiba Univ.). > T-#£ ARk - # (Graduate School of Science, Chiba Univ.).
’ 5§ & DNA 48 (Kazusa DNA Research Institute)

PET ZEHIFR 250 U /= RRk BEE Z /N7 B OBEREN
Structural analysis of disease-associated proteins in the brain for PET ligand development
O H, ' (Kaede Goto)s PE¥F 21K ' (Junta Tomono), A #£= 2 (Shozo Furumoto),

FAA) {547 3 (Nobuyuki Okamura), Ji{H {ji— ° (Ryuichi Harada), A%]l] #] ' (Takeshi Yokoyama),

I BLFI ' (Yoshikazu Tanaka)

'K - Btk (Grad. Sch. Life Sci., Tohoku Univ.), * &tk - CYRIC (Grad. Sch. CYRIC., Tohoku Univ.),
SYCIRPERESERL K - BedkBI%: (Grad. Sch. Pharm. Sci., Tohoku Med. & Pharm. Univ.)

Structure-activity relationship (SAR) study of hydrophobic moiety of nonsecosteroidal VDR
ligands using diphenylsilane scaffold

O Hansaka Nirupama Thilakarathne Narasinghe Mudiyanselage '*. Takashi Misawa’.
Yosuke Demizu’. Yuya Hanazono'. Nobutoshi Ito'. Hiroyuki Kagechika’. Shinya Fujii’

'"Tokyo Medical and Dental University, Medical research institute (MRI, TMDU),
’Institute of Biomaterials and Bioengineering, Tokyo Medical and Dental University.
*National Institute of Health Sciences

FSHRRART L R+ 00 X RS RIEERIT

X-ray crystallography of ferredoxin from Antarctic green alga

OWA JR3E 2 (Nana Yamamoto), KPY #4 ! (Yusuke Onishi), HH 750 2 (Hideaki Tanaka),
BEAE A 12 (Genji Kurisu)
"BK - &AW (IPR, Osaka Univ.). 2B K - B (Graduate School of Sci., Osaka Univ.)

BEBMICIIM U7z anT) D UVEAOS FERE
Molecular design of a-hemolysin membrane pores based on structural information
OME ik ' (Kota Naito), H[H B E ? (Ayaka Nakada), JEFH #£F 2 (Shoko Fujita),

Bl 2UH] ' (Takeshi Yokoyama), JI|'Bf # 5] % (Ryuji Kawano), FHH' ELfll ' (Yoshikazu Tanaka)

"YUk - Besk @y (Grad. Sch. Life Sci. Tohoku Univ.).
PYGHAL TR - BE T4 (Grad. Sch. Biotech & Life Sci. Tokyo Agri & Tech Univ.)

TV TRRFRZ VN VEORERREBE. BEREOWHILE KUHEERRIR
Expression, purification and characterization of antifreeze protein from Kuritake mushroom,
Hypholoma sublateritium

Oﬂ% Hi % 1.2 (Yumi Goshima), Kl %,% E 2 (Yasushi Ohyama), ;&E& ﬁ"%% 1.2 (Hidemasa Kondo)
Ve KBeE Ay (Hokkaido Univ.), * MEA&HF - ZE8 7 1 & X (BPRI, AIST)

TV A BERT BTEE N EOWEERER

Characterization of antifreeze protein from Matsutake mushroom

O Danyi Mengl’z‘ K1 852 2 (Yasushi Ohyama), JTiE &5 2 (Hidemasa Kondo)
b KBtk fr (Hokkaido Univ.), * BE#&HE - 27" & 2 (BPRI, AIST)

IEFLEE V-ATPase DI&ERZHT

Structural analysis of mammalian V-ATPase

OVEH #54< ! (Yui Nishida), W78 {57 2 (Atsuko Nakanishi), HVBF 358} ! (Atsuki Nakano).,
- FH3E ' (Fuka Ueda), Y6 # % (Kaoru Mitsuoka), %[l & ' (Ken Yokoyama)

" BOEK - A4y (Grad.Sch. Bioscience., Kyoto Sangyo Univ.).
PP - B IE Y€ ~ 4 — (Research Center for UHVEM., Osaka Univ.)
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1P-014*

1P-015*

1P-016*

1P-017*

1P-018*

1P-019*

1P-020*

Rab 77 ') —{E%F& GTPase D LEFF LIC & R FI S

A novel ubiquitination mechanism of Rab family small GTPases

OB #9 (Jun Shirai), FAF #2A (Toshiki Takahashi), JI])§i .2 (Hiroyuki Kawahara)
ALK - B - Ay - Ml AEAL (Cell. Biochem. Lab., Dept. of Biol. Sci., Tokyo Metropolitan Univ.)

SRR AR Cas9 DHEEEIEERFR

Functional and structural studies of a novel Cas9 identified from hot spring

OfaH # ' (Osamu Kikko), A #2412 (Shunsuke Matsumoto), 7 ¥ [~ > (Sonoko Ishino),
A #5:2  (Hiroyuki Matsumoto), B[] FLK 3 (Masahiro Noguchi), & H i 2 (Tomoyuki Numata),
F% Lkt 2 (Yoshizumi Ishino)

"R - RS - ZEREBR (Dep. of Biosci and Biotec., Kyusyu Univ.). > JLK - £ (Dep. of Biosci and Biotec., Kyusyu Univ.),
> % %1 5754 F (Takara Bio Inc.)

BAREZER IFI16 OEEEMFIARE
Structural biology of the innate immune receptor IFI16
OB BE— (Ryuichi Takahashi)

HK - 3 (Grad. School of Pharm. Sci., The Univ. of Tokyo)

BRYEZEE/ AX 5 F—E0EB#EAAELOFOI VERE | EO—AFREENRICEZDE
Impact of Tyrosine Residues on Lytic Polysaccharide Monooxygenase's Surface in Enhancing
Cellulose Degradation
ONA Fipk 2 (Yusei Yagi), ITHE BT > (Keiko Kondo), Z° L v 7L » % (Nguyen Huyen),

JE3% BEE] > (Takashi Watanabe), = I+ = '° (Bunzo Mikami), 7k [l £% ">>* (Takashi Nagata).,

F3F IFE A 3 (Masato Katahira)

" 50K - A (Inst. Adv. Energy., Kyoto Univ.), > 5{KE¢ « = & & (Grad. Sch. Energy., Kyoto Univ.),

K - TAMF - A=K A H 7 4 7 (Integr. Res. Center Carbon Negative Sci., Inst. Adv. Energy., Kyoto Univ.).
SRR - N4 A v A Fu s 2 b — (Biomass Product Tree Ind. Academia Collaborative Res. Lab., Kyoto Univ.).
*HUK - ZE4#WT (Res. Inst. Sustain. Hum., Kyoto Univ.), ® 5{KE¢ + i (Grad. Sch. Agric., Kyoto Univ.)

BRBEHEERAOTHELEa > X7 b1 7 204 RgOBER#T
Structural analysis of a-synuclein amyloid fibril formed using ultrasonic irradiation
OXKH 8% ' (Tomoki Ota), F B 5 AHE ' (Kichitaro Nakajima), [II]] 25— ' (Keiichi Yamaguchi),
% HiR ' (Yuji Goto)s F5W T 2 (Hiroko Takazaki), JEEHH A4 2 (Mika Hirose). M B 2 * (Takayuki Kato),
ik ! (Hirotsugu Ogi)
"BOK + T (Grad. She. Eng., Osaka Univ.), > Bx K - & F1#f (IPR, Osaka Univ.)

B RMARMARICHRERNKE T «+ XABEDEER DEERFRT

Structural insight into a bifidobacterial enzyme specific for type B blood group antigen

O%j 5 ' (Qing Weng), JEE MEEL ! (Toma Kashima), JZ J4JRK | (Zengwei Liao), 7R[H & ' (Megumi Akama),
WKk WE (Akimasa Miyanaga), i H A 2 (Hisashi Ashida), fRfi3 Ak 1.3 (Shinya Fushinobu)

"YOKBE - E/ERL - I5/E 1D (Dept. of Biotech., The Univ. of Tokyo).
2IEEOA - ZEWBI T (Faculty of Bio-Oriented Science and Tech., Kindai Univ.). * #{k CRIIM (CRIIM)

[FE#%4E M HEE Retron DIBEHEEERZER

Structural and functional analysis of Retron

OFAN] —H8 ! (Junichiro Ishikawa), I B8k ! (Kanta Yoneyama), P4t J§7% ! (Masahiro Hiraizumi),
I HEAHR % (Keitaro Yamasita), 378 1EAEH ® (Kotaro Kiga), PE34 BARE * (Hiroshi Nishimasu)

"HOK - T - bZEA4y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2 YK - JEHERF (RCAST, The Univ. of Tokyo). * i&4eF (NIID)
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1P-021*

1P-022*

1P-023*

1P-024*

1P-025*

1P-026*

1P-027*

E®ED MDP1 O C RIHRAZENRIHD NMR #8747
NMR analysis of the C-terminal intrinsically disordered region of Mycobacterial DNA-binding
protein 1(MDP1)
OFI: B8 ' (Ayaka Asai), & H & T ' (Natsuko Goda), KU & 1% (Takeshi Tenno),
H ¥ #43% ' (Emi Hibino), PHI1] $&5 3 (Akihito Nishiyama), B 4} >* (Kosuke Ito),
A M5 (Sohkichi Matsumoto), J#EH] 75— "> (Hidekazu Hiroaki)

"4 K - Al - #§4> (Grad. School of Pharm. Sci., Nagoya Univ.), * £7[iil &4 BeCellBar (BeCellBar).
SHEK - BE - PSR AHE (Grad. School of Med and Dent Sci., Niigata Univ.).
P - B - FAABHEIE (Grad. School of Sci and Tech., Niigata Univ.), *COMIT

LGR4 IC& % Wit &7 FIVRERIEOEBEEMEHTRR
Structural biology studies on Wnt signaling regulation by LGR4
O T4 (Yuxuan Peng)

HOK - 3 - J5FH# (Phar., The Univ. of Tokyo)

it FIEERITIC &S, cytidine deaminase DA T €= 7 {RIFHEAZEA
Neutron crystallography to elucidate the mechanism of ammonia molecular retention in cytidine
deaminase
OF o $L ' (Kaito Ugajin), Kii# A— ' (Taichi Yokomizo), HEVL %%k ! (Hiroshi Kajie).
PYH B ! (Aki Uchida), @i J4,2 2 (Toyoyuki Ose)

"L KB - kAR (Grad. School. Life Sci., Hokkaido Univ.).
? JLKBE - SE¥E/EAy (Faculty of Advanced Life Science., Hokkaido Univ.)

REZAEF LILRA2 DY H N A2L RS
Molecular mechanism of ligand A2L recognition by immune activation receptor LILRA2
OF % # F ' (Jiagi Wang), 1 )1] ¥ '* (Atsushi Furukawa), [ FifE ' (Rika Yamazaki),

W M 3 (Hisashi Arase), P42 {H3E ¢ (Kouyuki Hirayasu), Fijfit BEgZ %7 (Katsumi Maenaka)

"JeX - % (Pharm. Sci., Hokkaido Univ.). * &K - % (Pharm., Kanazawa Univ.).

PBCK - B4AF (Res. Inst. Microbial Diseases, Osaka Univ.).

SR - JEHEF B (Adv. Preventive. Med. Sci. Res. Center, Kanazawa Univ.).

S ALK« ABRBF (Int. Inst. Zoonosis Control, Hokkaido Univ.), °Jtk « 7 2 F ~ (IVReD, Hokkaido Univ.).
"Juk - 3 (Facult. Pharm. Sci., Kyushu Univ.)

SARS-CoV-2 ISENTF KD A B 42 DFEEICHI B 7 I 01 NIRHEDERIT

Analysis of amyloid fibril of SARS-CoV-2 peptide with and without AB42

O B ' (Manami Yamaguchi), & H &#5F ! (Natsuko Goda), KB W75 ? (Takeshi Tenno),
H L9 %42 ' (Emi Hibino), J&B] 75— ' (Hidekazu Hiroaki)
"% KBifilgE (Rad. Sch. Pharm. Sci., Nagoya Univ.). > £l &4k BeCellBar (BeCellBar, LLC). *COMIT

BFHNFHEILEDT I F ARMEDRX I LA F MRTFHESIRERRR
Molecular dynamics analysis on the nucleotide-state-dependent structural state of actin filament
OO fEXR ' (Kota Mizuguchi), K E 4 2 Jun Ohnuki), B ¥F ' (Kyoko Shimanuki),

IAR KM ! (Daichi Kubo), E5%F S%HI ' (Mitsunori Takano)

PHUK - JBHERLT. - $ UG (Dept. of Pure & Appl. Phys., Grad. Scl. Adv. Sci. & Eng., Waseda Univ.),

r B - BIERENSES TR (Dept. of Theor. & Comput. Mol. Sci., Inst. for Mol. Sci.)
ErT/ La—5y belEGEY ) AV EF—ED Y 7414 A EFHEMBERRR
Cryo-EM analysis of the human genome-targeting serine recombinase

OfF ik T3 (Chika Ito)
POk - T2 - %4y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo)
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1P-028*

1P-029*

1P-030*

1P-031*

1P-032*

1P-033*

1P-034*

TycC-TE ICKBIEV R —LEANTF K Tyrocidine IRIRILDIEERAK
Structural studies on the cyclization of the non-ribosomal cyclic peptide tyrocidine by the
thioesterase domain TycC-TE
OF5 I L7y ! (Rino Saito), 7KL IS} ! (Takayuki Nagae), #H Y&JE | (Mitsuhiro Takeda),
£ $] 2 (Sho Konno), 111 PES ! (Hiroshi Aoyama), 21 3% 2 (Atsuhiko Taniguchi),
Pk BLHE 2 (Yoshio Hayashi), = & 1F# ' (Masaki Mishima)

" YUK - 3§ (Dept. Pharm, Tokyo Univ. of Pharm. and Life Sci.).
P WSEK - 4y (Dept. Life Sci, Tokyo Univ. of Pharm. and Life Sci.)

Cryo-EM BTV v OB EBIELEEIREI 57 1 OB 0" FEM

Acid chloride modification of graphene for to functionalize grids for Cryo-EM

Ol K& ! (Masayuki Fujimori), Jf I &% 1.2 (Tsuyoshi Inoue), PEJE HE%E 1.2 (Haruyasu Asahara)
"BXK - 3 (Phs, Osaka Univ.), * BKJGHER22B0F (OTRI)

FHEYHBROL bO MF AR VEF R2Vb DV 71 A EFEHEBERFT
Cryo-EM structure of R2Vb, a retrotransposon factor from vertebrates
ORER K ' (Kenta Fujimatsu), [l 558 2 (Sae Okazaki), 311 % * (Yukari Isayama),
SE4L S T (Masahiro Hiraizumi), |1 F FEAHR ! (Keitaro Yamasita), PG4 BARE 1 (Hiroshi Nishimasu)

"YEK - T - {2244y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
PHOK - JGHRAT - H5XSZE 4 (Struct. Biol. Div., RCAST, The Univ. of Tokyo).
PRTPER ALK - BEBR D - 4 F5sE (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

#7138 RNA {&FHE) O EF—ED I 51 A EFRMREE R
Cryo-EM analysis of a novel RNA-guided recombinase
O3kipt H§% ' (Nami Shiojiri), [l F-388 2 (Sae Okazaki), 311 #5 > (Yukari Isayama),
SESR % T (Masahiro Hiraizumi), 1] F HBAKHR ' (Keitaro Yamasita), PG4 AR ' (Hirosi Nisimasu)

"HOK - 1L - fkZ/E 4y (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2K - JesifE (RCAST, The Univ.of Tokyo).
PR REK - ERRA - 4 15 (Dept. of Mol. Immu., Grad. Sch. of Med. Dent., Tokyo Med. Dent. Univ.)

[EREVMDINT 7 — IBHiEEHE Retron DISEHERERZEA

Structural and functional analysis of Retron, a prokaryotic antiphage defense system

Okl #5 ! (Kanta Yoneyama), i Fil 38\ ' (Yoshihisa Mitsuda), £5)1] {—ER ' (Junichiro Ishikawa),
RS YLk 2 (Sae Okazaki), “Fdt 5§ ! (Masahiro Hiraizumi), 1] T JAHR ! (Keitaro Yamashita).,
S JEKEH * (Kotaro Kiga), P34 BAZE "2 (Hiroshi Nishimasu)

"HOK - T - b2EA iy (Dept. of Chem. & Biotech., Grad. Sch. of Eng., The Univ. of Tokyo).
2 YK - JEHERF (RCAST, The Univ. of Tokyo). * i&4eF (NIID)

2 3V RYTHE AAA+ 7O77—E Ymel OBES S UG FENERRR

Structural and molecular dynamics of mitochondrial inner membrane AAA+ protease Yme1

O4 I B ! (Yuta Imai), d73f #5352 (Noriyuki Kodera), 3% #°F ! (Yuhei Araiso)

VAR - PESERE - R4 (Dept. of Clin. Lab. Sci., Div. of Health Sci., Kanazawa Univ.).
P EPK - F 7 A4 (WPI-NanoLSI, Kanazawa Univ.)

FoO-AMFVAR—R—ICKBEERH EHXDOEEEE

Structural analysis of bacterial xylose transporter

OERE #AHS ! (Yutaro Takahashi), 114 Z£35 ! (Kotomi Yamamoto), &G % ! (Jun Takahashi),
Min Fey Chek!. %l ik ' (Toshio Hakoshima), FHHt FLE 2 (Yoshiki Tanaka),
)] 528k > (Muneyoshi Ichikawa), B W5 25K ' (Ryoji Miyazaki), 1 %% ' (Hidetaka Kohga),
BRI s, ! (Tomoya Tsukazaki)
"2 RUEN K (NAIST). ? 77 a7 4 ¥ (AgroDesign). * #iH X% (Fudan Univ.)
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1 F'I' 2 C 418 (fphR—JL 1/2) /Room C (Mid-sized Hall 1/ 2)
- 6811 H (K /Jdune 11 (Tue)) 13:00 ~ 13:40

| #tt - 74 =15 151 / Biophysics, Protein Folding 1 (1P-112 ~ 1P-135)

R REE X (UBEXRDE). B B (UEEXS)

Chairs : Satomi Inaba-Inoue (Hokkaido Univ.), Makoto Demura (Hokkaido Univ.)

1P-112* 73/ EBEEMOBEHREEBICED L RANDEAHTR EHRRELEHIE
Control of assembly formation and thermal stability of antibodies based on electrostatic
interactions of amino acids
OB A B (Akira Nomoto), A B AHE (Kentaro Shiraki)
FPK - B (Pure and Appl. Sci., Univ. Tsukuba)

1P-113* RA—=N—F ¥ —=JILELBREOREM. EHEIER/NT X — 2 DOHIHDRER
Exploring the potential of supercharging to control antibodies' stability and interaction parameters
O% )8 BE3e ! (Keisuke Kasahara), & fE40 2 (Atsunori Hirao), HEHH K #i ® (Daisuke Kuroda),
AT NRAL B kL (Jose Caaveiro), [ *2 { L 2 (Tsukushi Yamawaki), FHA T % * (Makoto Nakakido),
E M4 1% ° (Satoru Nagatoishi), 4% 355 >3 (Kouhei Tsumoto)

"HOKBE - 1L+ N4+ v ¥ (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).

2dikBi - T - {bZk (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

P IEYedf - 357 2 (Res. Ctr. Drug Vaccine Dev., NIID), * JukBi - % (Grad. Sch. of Pham. Sci., Kyushu Univ.),
*HUKEE - T+ IR 1% RS & ~ # — (MDRRC, Sch. of Eng., The Univ. of Tokyo).

S JUK - BREHIF (Inst. of Med. Sci., The Univ. of Tokyo)

1P-114* 3D RXAVRTvEVJICKY 4 BT 2AGBEHOBNFARRR CBERNICEHT 2MA
Structural and thermodynamic analysis of antibody light chain tetramer formation through 3D
domain swapping
OifiF: Fe#s ! (Takahiro Sakai), [LI[T J$3F ' (Shohei Yamaguchi), 2% [l ' (Tsuyoshi Mashima),
JNHK B ' (Naoya Kobayashi), B% ## 2 (Lian Duan), JEA 3 > (Ryo Fujiki)s Hengphasatporn Kowit?,
T H 8 % (Yasuteru Shigeta), $#%75 JEHH * (Hideaki Ogata), — —.= FE3£ * (Emi Hifumi),
FH E= *° (Taizo Uda), K§H {2 ' (Shun Hirota)

" ALK - JediBHE (Graduate School of Science and Technology, NAIST).
2R - BISTREISEE ~ & — (Cent. Comp. Sci., Univ. Tsukuba), * SRl K - Bl (Grad. Sch. Sci., Univ. Hyogo).
SRR - WFFE~ & Y & v M EKE (Inst. Res. Mgmt., Oita Univ.). ° JUMHESHF - + 72 (Nano-tech Lab., ISIT)

1P-115" /NRGFRBEEFOESBEREICHT 5 EFEEFES KUEERREOTE
Effects of ROS/RNS on the droplet formation of the ER-resident enzyme
OFEZR < 4 ' (Mai Watabe), 454 5 2 (Shingo Kanemura), £5A 254 12 (Kotono Suzuki),
R A8t 3 (Kazunori Ban), {i#§ {1 — 2 (Shinichi Sato), &I JGHE # (Motonori Matsusaki).,
fin s ek 3 (Kenji Inaba), HiAk 2250 3 (Takakazu Nakabayashi), 2% e 52 6 (Young-Ho Lee),
75 R 35 4 (Tomohide Saio). LAY 1FA 2 (Masaki Okumura)

"YedbK - 24y (Grad. Sch. of Life Sci., Tohoku Univ.). * #Jb A -+ 22Bsif (FRIS, Tohoku Univ.).
*YUdbK - % (Grad. Sch. of Pharm. Sci., Tohoku Univ.), * fik - Jasi#0F (IAMS, Tokushima Univ.).
Pk - EERIE (MIB, Kyushu Univ.), © $EIESERF 72 HAMSERE (KBSI, South Korea)

1P-116* PDI 77 SVU—BRICLZERELNANIETOIQT TN DT 3 —=IVT 1 2 JHIEEEORRA
Understanding the mechanism by which PDI family members control oxidative folding of
prouroguanylin, a precursor protein
O3 235 ' (Kotone Ishii), 44f #£E: ' (Shingo Kanemura), &7 % * (Shigeru Shimamoto).
K H 18,2 ¢ (Hiroyuki Kumeta), H &5 M~ ® (Yuji Hidaka), FE3E 3K ° (Kenji Inaba),
78R 5 © (Tomohide Saio)s BLAY 1A 2 (Masaki Okumura)

'WAEK - FEREE T v 7 4 TR, WARK - k4 (FRIS, Tohoku Univ. Grad. Sch. of Life Sci., Tohoku Univ.).
P Wbk - 4y (Grad. Sch. of Life Sci., Tohoku Univ.), * ¥k - # &L T. (Fac. of Sci. and Eng., Kindai Univ.),
QLK - S/ (Fac. of Adv. Life Sci., Hokkaido Univ.). * Juk - ZEEERF (MIB, Kyushu Univ.).

SFEK - JeHERERMT (Inst. of Adv. Med. Sci., Tokushima Univ.)
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1P-117*

1P-118*

1P-119*

1P-120*

1P-121*

1P-122*

1P-123*

1P-124*

B OmRL 7 F 2 AML-| OEEFIE & S EHEEDERNT
Regulation of activity and multimeric structure of coral lectin AML-|
OFHs By (Yuki Takahashi), #FH 55— F (Shuichiro Goda)

ARG - BETC - ZEAr e (Dept. of Biosci., Grad. Sch. of Sci. and Eng., Soka Univ.)

MNEEHE7 IO FERREORREET7 I O4 MRHERKICEHT 5K
Development of miniaturized sonoreactor for amyloid fibril assays and study on amyloid fibril
formation by ultrasonication
O T3 (Tina Kondo), H1)& 7 A HB (Kichitaro Nakajima), [1J[1] J— (Keiichi Yamaguchi),
il #i% (Yuji Goto)y 3K iR (Hirotsugu Ogi)
Bk -+ T. (Grad. Sch. Eng., Osaka Univ.)

al-72F M) 7T folding REFEDIBEICE DI rI AN v AO O

Development of chemical chaperones based on the structure of folding intermediates of

alpha1-antitrypsin

OEAIN Wil (Fusuke Hasegawa), F I+ HEH (Siori Inoue), A. Lomas David. BH X! (Maki Onda)
KPR - B2 - 494k (Dept. of Biol. Chem., Osaka Met. Univ.)

1,6-NF Y OF—INhTOT I/ BFEHROBNFHREY

Thermodynamic stability of amino acid derivatives in 1,6-hexanediol

O/NH #3E 2 (Haruna Oda), FIH 48 2 (Momoyo Wada), A BFAER ! (Kentaro Shiraki),
SEWF £ 2 (Atsushi Hirano)
VSEK - BN (Pure-&-Appl.-Sci., Univ. Tsukuba), 2 JERSHT - F 7 #FF (NMRI, AIST)

#BIFE 77— 7 Sulfolobus acidocaldarius B3 7 )V A— VK =% DEE & it 2t D fRRA

Elucidation of the function and thermostability of alcohol dehydrogenase from hyperthermophilic
Archaea Sulfolobus acidocaldarius

OBF BiF (Yoko Iwamura), 3H 75— H] (Shuichiro Goda)
Al K - BET - A4 B2 (Dept. of Biosci., Grad. Sch. of Sci. and Eng., Soka Univ.)

FIIVFEZEB DAV IAFF 7 0 ZRWEA 2V A) 7 204 NEERDOEE SRR
Chiral structural polymorphism analysis of insulin amyloid using chiroptical pentameric
oligothiophenes
OPesA 5K ! (Takahiro Watanabe), V) ¥ K27 L ¥ I A )b ? (Mikael Lindgren),

¥4 —2% Y v 3 (Linnea Bjork), /< A ;& .A 78— 3 (Per Hammarstrom),

Y AV IV S (K. Peter R Nilsson), {Ef%E A+ ! (Hisako Sato), JE&; £ ! (Tamotsu Zako)

"R ABE - LT, (Ehime Univ.), * 7 &% = —BEEHA K (NTNU), * U ¥ ¥ 3 —¥ ¥k (Linkoping Univ.)

BRICEDZINV) RBER O NEOMIBRZARBICEITEDDPANT 4 FIANT R FEODRER S
Abnormal secretion of disulfide-mispaired molecular species in the recombinant expression of
gibberellin-regulated protein by yeast
OFER 752 ' (Ami Hanaoka), 75)I] —#% ! (Ichiho Yoshikawa), #RIF &3 ' (Tomona lizuka),

BB 35 HE | (Jingkang Zheng), HE J B ! (Yurie Nakajima), 45 )8 385 > (Soma Ishihara),

K 18,2 ! (Hiroyuki Kumeta), BEA FEH ' (Yasuhiro Kumaki), AHIR % 1 (Tomoyasu Aizawa)

"JeX - BiZkfy (Grad. Sch. of Life Sci., Hokkaido Univ.), >Jtk - 8 (Sch. of Sci., Hokkaido Univ.)

MECEHINT X =2 2RV AEOSENHREE FAEDORTE

Comprehensive prediction of antibody stability using physicochemical parameters

O H F48 ! (Rio Okada), %EH ¥4 2 (Kosei Shibata), &8 ¥4 ! (Tetsuo Torisu), PYILI £ 1.2 (Susumu Uchiyama)
"BK - T. (Dept. of Eng., Osaka Univ.), > #k &4tz — - 25 1 3 (U-Medico Inc.)
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1P-125*

1P-126*

1P-127*

1P-128*

1P-129*

1P-130*

1P-131*

1P-132*

IgG % F® Fab-Arm-Exchange D% F X h =X LDIRE

Exploration of the molecular mechanism of IgG Fab-Arm-Exchange

OWAR #i K (Kota Yamamoto), &-H' ZFF (Sacko Yanaka), k)2 Wi, (Akinobu Senoo).
J1 7 XA 1 K+ (Jose MM. Caaveiro)
JuK - 3 - fI3€ (Faculty of Phar. Sci., Kyushu Univ.)

TT/EETVANADGT ) LB ED TS FEEZLDRFR
Relationship between genome release and capsid structural change of adeno-associated virus
OTF 4 W75 ! (Saki Shimojo)s 1T #iA7 | (Yuki Yamaguchi), i %93 ! (Tomohiko Ikeda),
QA THNVE =2 T LY, %z HF ' (MarkAllen, Vergara Rocafort), HH1 HE It ' (Yasuo Tsunaka),
F& B F£F- ' (Mitsuko Fukuhara), B BEL #54E ' (Tetsuo Torisu), PN A ™ (Susumu Uchiyama)
"BCK - I- (Grad. Sch. of Eng., Osaka Univ.), *2— + %5 ¢ 2 (U-Medico Inc.), * ZEarfilE3%56+ > # — (ExCELLS)

8% > %H%k DUF2854 domain containing protein OX1 DE{L X b L ATt HE 88 DR

study on the mechanism of oxidative stress tolerance induction by DUF2854 domain containing
protein OX1 from marine cyanobacteria

OB B4 (Kensuke Goto), ELFP J K (Kota Mano), fH#% PE9R (Kouya Nakamatu), [YJif} £ (Syohei Kadowaki),
# F M 1E3 (Masafumi Yohda), [11H Sl (Akiyo Yamada)
BATK - 10« 224y 12 (Dept.of Biotechnology and Life Science, Tokyo Univ.of Agriculture and Technology)

PDI family A&l 2/MaAFERTOA > A > OB EIEEIEDIERE

Elucidating the proinsulin quality control mechanism by PDI family

O&#: 3% 2 (Tsubura Kuramochi), ek BXK 3 (Kenta Arai), Ff3% ¥k * (Kenji Inaba),
4AF #E ' (Shingo Kanemura), HLAY 1FA5 1> (Masaki Okumura)

DYCEK - FESRLE7 1 v F 4 7 (FRIS, Tohoku Univ.), > Jidbk - 24y (Grad. Sch. of Life Sci., Tohoku Univ.).
*OfCHEA - 2 (Sch. of Sci., Tokai Univ.), * JLK « ZEEE#F (MIB, Kyushu Univ.)

SIRE 8 NG HBRROBEEMMHIF

Aggregation suppressor at high concentration of protein

OflLB ¥ (Moe Tijima), ¥FA< 5 (Akira Nomoto), A B AR (Kentaro Shiraki)
P ABE - B (Pure & Appl. Sci., Univ. Tsukuba)

BFIIITA VITRETTOERFIVIMCEBEILN 7+ =T 1 TEE

Promotion of oxidative protein folding under a cell-like crowding environment by supramolecular
micelles

O LA B ' (Mai Kitamura), £ #18 2 (Takahiro Muraoka)

"YU TR - 1D - b . (Graduate School of Engineering, Tokyo University of Agriculture and Technology).
Rz N FEHRE (KISTEC)

DATA VREOBRHFIEHT S SOD1 FUNITEDEREXA D=L
Misfolding Mechanism of SOD1 regulated by Cysteine Oxidation

EHH Wiy ' (Moeno Yoshida), i ¥7 2 (Ayaka Sato), R 8T > (Michiko Tajiri), 3§ 84 > (Yuta Hori),
BT 217 3 (Satoko Akashi), EEFH % I8 2 (Yasuteru Shigeta), 1 J1] B HH ' (Yoshiaki Furukawa)

VS - BT (Dept. of Chem., Keio Univ.), * K - CCS (CCS, Univ. Tsukuba).
BRI K - ZEArEE (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

A simplified technique for His-tagged recombinant protein purification by Ni (ll)-induced
precipitation

O Md. Din Islam. HMH # (Yutaka Kuroda)
Dept. of Biotech. & Life Sci., Grad. Sch. of Eng., TUAT
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1P-133*

1P-134*

1P-135*

Escherichia coli-expression of a natively folded influenza H1IN1-PR8 Receptor Binding Domain (RBD)
O Thao, L.N. Tu'. Tharangani Rathnayaka'. Ml X% * (Toshiyo Kato), 7K%+ i - * (Kenji Mizutani),
Bz} 4 (Tomonori Saotome), BF[T B — ? (Keiichi Noguchi), |11 {25 > (Toshio Yamazaki),
KA 2 — * (Shun-ichi Kidokoro), ML # ' (Yutaka Kuroda)
'Dept. of Biotech. & Life Sci., TUAT. *NMR Grp., Smart-Core-Facility Promotion Org., TUAT.
*Grad. Sch. of Med. Life Sci., Yokohama City Univ..

“‘Dept. of Mater. Sci. & Bioeng., Nagaoka Univ. of Tech..
°RIKEN Cent. for Biosyst. Dyn. Res.

Aggregates of a mAb caused by agitation induced a high immune response than caused by
heating
O Sanjida Yesmin'. M. Monirul Islam >, Md. Din Islam', #J} 143 > (Hiromichi Tsurui),

AR i = 3 (Shuji Matsuoka), MLFH # ' (Yutaka Kuroda)

'Dept. of Biotech. & Life Sci., Grad. Sch. of Eng., TUAT. “Dept. of Bio. & Mol. Biol., Fac. of Biol. Sci., CU.
’Dept. of Immu. Diag., Fac. of Med., Junt. Univ. Sch. of Med.

IgG1 DIBEFK EHEEICH LT E Y PHEE DR SREIDIRE

Exploring the role of the hinge region in IgG1 structure and function

O/ &7 ' (Yuuki Koseki), [T #i#7 > (Yuki Yamaguchi), 111 &% * (Michihiko Aoyama),
% M £ ° (Minoru Tada), B2 BEWS | (Akinobu Senoo). 73 B (Akiko Ishii), PN 7 >° (Susumu Uchiyama),
PG B2 *° (Takayuki Uchihashi), JIiE $&— ° (Koichi Kato), ZH1 &+ '° (Sacko Yanaka),
A7 R4 0 kLt ! (Jose M. M. Caaveiro)

"JuKPi - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.). * B KBg - 1. (Grad. Sch. of Eng., Osaka Univ.),
3[R 7 R S S LT R R AE R SE AT - ZE WAL ER (NTHS). * 4 KB - B (Grad. Sch. of Sci., Nagoya Univ.).
I ARBLAIFERA A Gy A B S8 & > 4 — (ExCELLS)
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1F1-3

D£1t8 (107) / Room D (107)
6B 118 (k) /Jdune 11 (Tue) 13:00 ~ 13:40

| st3#% - 14882 / Computation/Information Science (1P-053 ~ 1P-076)

BER i EL (UBEMNEXRT). I BN (BEEABEMAR > X—)

Chairs : Takashi Saitoh (Hokkaido University of Science), Naoki Sakai (Japan Synchrotron Radiation Research Institute)

1P-053*

1P-054*

1P-055*

1P-056*

1P-057*

1P-058*

1P-059*

KRELT—2ty PTEBULERIMFEBETNEFRALEEGNIE - VY FEERAMEOFTA
Predicting Protein-Ligand Binding Affinity Using Pre-training Models on Large-Scale Datasets
O3t F & (Sei Inoue). FxMh HHFE (Yoshitaka Moriwaki), 5fHH 3% (Tohru Terada)

HOK - B& - JB/E TS (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., The Univ. of Tokyo)

REERIEFOL—HRBET T FHEBIFRAFICHITIZIER )V /IEFX ) — IV OBENZIROAZER
Ubiquinone/ubiquinol exchange pathway in the photosynthetic RC—LH1 supercompex
OFRAR Bsr (Yosuke Teshirogi), Fxffh HHFE (Yoshitaka Moriwaki), <5 H 3% (Tohru Terada)

HOK - Bk - IGZE T (Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The Univ. of Tokyo)

AN E—EBEESHICETS QM/MM StESELICET 7=, XRELZ QUW/MM HETF—%tY b
EBWEBRT v VETIVORE
Developing Large-Scale QW/MM Computational Datasets and Machine Learning Potential Models
toward Accelerated Protein-Ligand Simulations
OXAF 3% ! (Takuto Ohmura), ZEfH HIFE ! (Yoshitaka Moriwaki). 3¢ 3% ! (Tohru Terada).,

WA % 14 2 (Jun Sese)

" JUKBEES IB/E T (Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The Univ. of Tokyo).
2k 2 —~ / — AWF%EAT (Humanome Lab., Inc.)

CD AXY bVvD 3 BEFILE FEBF B ZHVV=EEHE ZRIEEDTH
Prediction of protein secondary structure using three-layered imaging of circular dichroism
spectroscopy and deep learning
O I8 5622 ! (Kouya Nakandakari), £ A8 2 (Hiroki Fukuda), F S 3% A BR 2 (Kichitaro Nakajima),
I 35— ? (Keiichi Yamaguchi), 7 #iJ8 * (Yuji Goto), #k 1#¥k * (Hirotsugu Ogi)
"BCK - L (Sch. Eng., Osaka Univ.), >B{k - T. (Grad. Sch. Eng., Osaka Univ.)

BEENEEES T T/ RTFYA 2 SP11 %A NI EOEERR
Structural analysis of de novo designed SP11-like protein containing functional region
OZ=HF 14 ! (Hakuto Miyoshi), A B Hitl 2 (Kouya Sakuma), ZEfif HIFE 1 (Yoshitaka Moriwaki),
Fi B BEL ' (Toma Kashima), &7k $HIE ' (Akimasa Miyanaga), [ 3% '* (Tohru Terada),
fRAZ #J: 1 (Shinya Fushinobu)

"YOK - B4k (Grad. Sch. Agri. and Life Sci., The Univ. of Tokyo). >4k - 1% (Grad. Sch. Info., Nagoya Univ.),
3K - CRIIM (CRIIM)

TREVINTERR - BAY v 7 AEEDHZER AlphaFold DB %%
Exhaustive AlphaFold DB search for antifreeze protein-like-beta-helix structures
O/hd #ifl (Yuki Konaka), A fith (Kouya Sakuma), /Mt 2% A HR (Ryotaro Koike),

K H FCH (Motonori Ota)

% KB - 1 - 814 (Dept. of Complex Systems Science., The Univ. of Nagoya)

ARBKERBAEER%R Y M7= 28 LD @ HMEER R OMBELIRSE
Investigation of itch sensation pathways based on the protein-protein interaction database
O b, HER (Kota Tsurumi), FKH JTHL (Motonori Ota), /ML SEAHR (Ryotaro Koike)

%K - 1 - Bk (Dept. of Com., Grad. Sch. of Inf., Nagoya Univ.)
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1P-060*

1P-061*

1P-062*

1P-063*

1P-064*

1P-065*

1P-066*

1P-067*

Accurate Prediction of Intrinsically Disordered Protein by Protein Language Models
OF#FF H:4E ' (Shijie Xu), /NBFH 5 2 (Akira Onoda)
"JediE K - B335 (Grad. Sch. Env. Sci., Hokkaido Univ.). *Faculty of Env. Earth Sci., Hokkaido Univ.

BRI FBNEII 2 L—2a 2 ZRAVESOORBEHEFOL 3 FT—EN"EFLEETNSOBE

DR

Interface of the Homo dimer structures in the Five of Receptor of Tyrosine Kinases using
Coarse-Grained Molecular Dynamics Simulations

ORIE ikt ! (Naoto Tonogaito), B HI& ! (Chika Minami), = T W2 12 (Naoyuki Miyashita)

VIEK - ZERRILT - 24k ¥ 2 F 2 (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
TIEEKAE - BT A5 (Dept. of Sys. Biol., BOST, KINDAI Univ.)

LEFETFIVMD Y2 al—oayzBUOELUIERESRE APP B2 ETFIEDHEER
Interaction Between Whole Structure of beta-Secretase and Juxta- / Trans- Membrane Domain of
APP Using All Atom MD Simulations

OREA ¥ ' (Ryo Fujimoto), 75k 8275 ? (Seina Saito), HI'EF B ##4L | (Kaori Yanagino),
WE M2 (Naoyuki Miyashita)

VEK - BT - 2k 25 & (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
PIEK - ZEMELL - R4S (Dept. of Sys. Biol., BOST, KINDAI Univ.)

ChemGLaM: KRIEEEETNEZRAVELEY - 2N ERHMEEER TR

ChemGLaM: Compound-Protein Interaction Prediction Using Large Language Models

O/ 378 ! (Takuto Koyama), A SB A ! (Hayato Tsumura), PP H 24~ 2 (Ryunosuke Okita),
AA fE3E | (Shigeyuki Matsumoto), /NE 3Hi4i | (Ryosuke Kojima), BLEF F& 51 '3 (Yasushi Okuno)

"HOK - § - A (Grad. Sch. Med., Kyoto Univ.). > 3K - 3 - 3%} (Fac. Sch. Pharm., Kyoto Univ.).
S S - R-CCS (RIKEN R-CCS)

BFENFESI A L—=2aVICBHBINLORBNEOREICETT
Toward the development of a versatile force field of heme for the molecular dynamics simulation
Offid: K#3E " (Yukina Sakai), JLHE %7 ' (Hiroko X. Kondo), {175 ¥  (Tomoki Nakayoshi),

Fey {8 3 (Yusuke Kanematsu), JEEBF 48 2 (Yu Takano). F73: 1#3C ' (Hirofumi Arai)

"JeLToK - 1. (Fac. Eng., Kitami Inst. Tech.). * ikl - i #t (Grad. Sch. Info. Sci., Hiroshima City Univ.).
PJEKBE - el BT (Grad. Sch. Adv. Sci. Eng., Hiroshima Univ.)

DNN IC &2 IE#ESE—T 1 > ¥ i% MOVE-DM %Z L V/= CRISPR Type |-C D#E:&IE S Z A
Analysis of the Structure Fluctuations in CRISPR Type I-C using the MOVE-DM that is non-linear
morphing method by DNN
O%4 TBAE ' (Ryusei Haruna), [T PY $K ' (Shota Shimogochi), & 564K ' (Ryota Kiyooka),

BT .2 ? (Naoyuki Miyashita)

VER - ZEWHLT - AEfk Y 2 5 2 (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, KINDAI Univ.).
PIEK - ZEBBLL - B4t (Dept. of Sys. Biol., BOST, KINDAI Univ.)

R4 % Fold TEHEA > 4—7 114 A2 D_EF DR

Analysis of dimers with similar interfaces in different folds

ORI FFE. (Takumi Sekine), B )5 19 (Kazuo Fujiwara), [T 36 (Masamichi Ikeguchi)
AIK - 8 - 7 (Dept. of Biosci., Soka Univ.)

KAZMER VNV E (IDP) F—EN—AR S RIC KB MY - HEEDO TIBAVERNR
Comprehensive Analysis of the Properties and Functions of Intrinsically Disordered Proteins(IDP)
by Integrated Database Profiling

O A Efl ' (Shiho Aoki), /NEFIF #i 2 (Wataru Onodera), ¥ H 3% >* (Toru Asahi)

VRUK - G - 588 (Dept. of Advanced Sci. and Eng., Waseda Univ.). * %24 PD (JSPS Postdoctoral Fellow, PD).
PHLK - %63 (Dept. of Science and Engineering., Waseda Univ.), * 5.k « F /7 8l (Nano-Life., Waseda Univ.)
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1P-068*

1P-069*

1P-070*

1P-071*

1P-072*

1P-073*

1P-074*

1P-075*

Improving Protein Complex Prediction with Multiple Decoy Structures Generated by Docking
Software and Aggressive Refinement by AlphaFold2

O Y241 ' (Seiya Tanaka), w1l il ' (Masaki Koyama), /NI F 325 95 2 (Hiroki Onoda),
L4+ F IV F ¥ %23 A " (Chavas Leonard), T3 324 ! (George Chikenji)

"4k - TL - 54 (Nagoya Univ.).
#K - v vru bu YL ¥ ¥ — (Synchrotoron Radiation Research Center, Nagoya Univ.)

SEBEICEISSEMIVEET NI VAT 2 7—EDHEE KB ORR
Relationship between function and diseases in human phospholipid acyltransferases on the basis
of protein structure
ORI B —BR (Keiichiro Murayama), 175 ¥ H] (Atsushi Hijikata)
WK - 4r (Life Sci., Tokyo Univ. Pharm. Life Sci.)

STEALZEFEZ BV PISPAK B R U F205L ZEFICH TS GTP M DR
Analysis of PISP4Kf and F205L mutant: Elucidation of GTP specificity by computational approach
O Il #&12 ' (Shuhei Miyakawa), B, BAYR 2 (Koji Okuwaki), F-Hi {23k > (Toshiya Senda),

T-H 242 ° (Miki Senda), #7PY {8 * (Koh Takeuchi), f&i{% ¥ ' (Kaori Fukuzawa)

"B K - % (Grad. Sch. Pharm. Sci., Osaka Univ.). *JSOL (JSOL). * & # BHEWHENF (IMSS, KEK).
KBS (Grad. Sch. Pharm. Sci., The Univ. of Tokyo)

BNV EAFBERREFIALUELEEMERK Al IC& S Hit-to-Lead

Protein Structure-based Hit-to-lead design using Al technology

OL M O ! (Genki Kudo), H1 & FA 2 (Shota Nakajima), Tfi)I] #K ® (Yudai Ichikawa),
SEJR 145 # (Takumi Hirao), 7 ¥ #E 2 4 *° (Ryunosuke Yoshino), | 4~ % (Hitoshi Kamijima),
I Bk *° (Takatsugu Hirokawa)

VHIEK - BUSZE - B (Pure and Appl. Sci., Grad. Sci. Tech., Univ. Tsukuba).

PR &L Y A 7 25T EIBISENT (Research Institute of Systems Planning, Inc.).

PHLBEA - 6% (Med., Med. and Health Sci., Univ. Tsukuba). * $3K - P2 %#6% (Faculty Med., Univ. Tsukuba),
> K - TMRC (TMRC, Univ. Tsukuba)

MD EtE & FMO HEZAUVE IL-10 SR A RSB O R
Analysis of IL-10 receptor recognition mechanism using MD and FMO calculations
O 5 P88 ! (Toma Miyagishi), AT %1k ? (Kenta Kamimura), 3£ BE.5 ¢ (Mayumi Endo),
A A ED 3 Midori Kamimura), 5 3838 ¢ (Yoshiharu Mori), FHH 58 5 (Shigenori Tanaka),
B BAYR ' (Koji Okuwaki). HH F§IF ' (Yu-Shi Tian), #5% KHifi | (Daisuke Takaya), f&i% 2% ' (Kaori Fukuzawa)

"BOK - 8 - 41 (Quant. Life Sci. Bioinfo., Sch. Pharm., Osaka Univ.). * /3§ (Sch. Pharm., Hoshi Univ.).
*CBI 5844 (CBI Res. Inst.), *PRIZM BioLab, * #ik - §ii#t (Grad. Sch. Sys. Info., Kobe Univ.).
SJEX - BT (KQCC, Keio University)

KRESTET NV EAVER - RESHEERY D 5 DEHRGHFEORR

Development of information extraction method for liquid-liquid phase separation-related

literatures using large language model

OPBE 2 (Kayin Chin), 47 H #£— (Shoichi Ishida), {4 A 24 (Yukio Sasaki), [l Z (Kei Terayama)
Kili - Z4x& (Dept. of Med. Life Sci., The Univ. of Yokohama City)

Structural and Computational Insights into Dynamics and Intermediate States of Orexin 2
Receptor Signaling

O3 B8 12 (Shun Yokoi), ##F FL = ° (Ryoji Suno). Y& HiftH ' (Ayori Mitsutake)

VBHIAK - BT - 1 (Department of Physics, School of Science and Technology, Meiji University).
PA% V7 #— K- IE - HidEEY (Department of Structural Biology, Stanford University).
*IPEPEERK - ek (Department of Medical Chemistry, Kansai Medical University)

Structureome analysis of protein phosphorylation and kinase substrate specificity
OEHI 2 ' (Ryu Takayanagi). & F #& KR % (Kentaro Tomii), P8 JJ3% ° (Hafumi Nishi), S Zit ' (Shinya Kuroda)

"HiK - B - 2% (Dept. of Biol. Sci., Sch. of Sci., The Univ. of Tokyo). * MM - Hi#t (AIRC, AIST).
PPUILK - 15 (Grad. Sch. of Info. Sci., Tohoku Univ.)
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1P-076* AML1 &NV EIHBT Z77 47— DRBEFEHBOMA
Structure-activity relationship study of AML1 protein binding aptamer
OFL4 Mk ! (Ryusei Kumatani), FHH ¥ ' (Atsushi Tanaka), 3ZAS Z&— 2 (Taiichi Sakamoto),
115 BH] ' (Kenji Yamagishi)

" H KB - A4t (Graduate School of Engineering, Nihon University).
TTHEK - JHE T - A 4vRl# (Graduate School of Advanced Engineering, Chiba Institute of Technology)
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1F1-4

E£#% (108) / Room E (108)
6B 118 (k) /Jdune 11 (Tue) 13:00 ~ 13:40

| #ees2is - 82 - £ x—54 / Protein/Cellular Functions, Imaging  (1P-077 ~ 1P-111)

R RO M QUBEARS). §iH BER (UEEEERKRF)
Chairs : Kazuyasu Sakaguchi (Hokkaido Univ.), Naoyoshi Maeda (Health Sciences University of Hokkaido)

1P-077*

1P-078*

1P-079*

1P-080*

1P-081*

1P-082*

Proposed design of agonist antibodies that induce OX40 clustering based on physicochemical

analysis

ORKZF £ ' (Kan Ujiie), H#P M7 * (Aki Tanabe), F 45 I * (Satoru Nagatoishi), #AF # ' (Ryo Matsunaga),
HEAR PESE L34 (Kouhei Tsumoto)

"HK - BE 1 - N4 F T v Y =7 ) v (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).
* [® V7 J&Yeh - =4 ZXHF (AIDS Res. Center, NIID).

P - BT - BET.% RS & ¥ ¥ — (MDRRC, Sch. of Eng., The Univ. of Tokyo).

SRR - BE L - {k%/E4 142 (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

S -+ BERHIF (IMSUT, The Univ. of Tokyo)

RN FF—E (MuSK) 9 FV 2 JICIE191-2 XA U DREATH D
Signaling by Muscle-Specific Kinase (MuSK) requies extracellular Ig1-2 domains
OMKAE XFk (Fumiya Mizutani), 5K % — (Junichi Takagi)

Bk - & F (IPR, Osaka Univ.)

UIRL U HREDHEHESERE SPs1696 D% ¥

Characterization of a sugar-binding protein of S. pyogenes, SPs1696

O 2 & L ' (Tsukushi Yamawaki), HIARJT 3% ? (Makoto Nakakido), AT &5 2 (Seisho Kinoshita),
FIVA T IVvF V5 A % (Fernandez Jorge), H)I| %1% 3 (Chihiro Aikawa), # 7 X4 T 7R+ * (Jose Caaveiro),
i )I] —% ° (Ichiro Nakagawa), A% 7% > (Kouhei Tsumoto)

"YOKEE - 12 - b/ (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo).

PKBE - T+ N4 2 Y (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo).

PHFRFHFEK - %P (Sch. of Agri., Obihiro Univ). * Juk - i3 (Grad. Sch of Pharm. Sci., Kyusyu Univ.).
S RUKEE - IR - RZEW &S5 (Dept. of Microbiol., Sch. of Med., Kyoto Univ.).

S JUK - RFHIF (Inst. of Med. Sci., The Univ. of Tokyo)

NRFIES > /N 8 PDZD8 DX AE M B IC KD BBHEHL/IMAF— I b2 R FEBIEHK ZHED
Liquid-liquid phase separation through the IDR of an ER-resident protein PDZD8 induces
ER-mitochondria contact sites
OFJR 2254 ' (Takahiro Nagao), Christian Hoffmann®. Johannes Tromm®. Dragomir Milovanovic’,

SEHE #i4 ! (Yusuke Hirabayashi)

"HOKEE - 1L - AkZE A 1% (Dep. of Chem. and Bio., Eng., The Univ. of Tokyo).
*Laboratory of Molecular Neuroscience, German Center for Neurodegenerative Diseases (DZNE)

HIV-1Vif- £ b E3 ZEX F U H—EREHDE MAVIIV R / BABEEF APOBEC3 D7 X /1t
EEICRIETE
HIV-1 Vif-human E3 ubiquitin ligase complex affects deaminase activity of human anti-viral/ cancer
related factor APOBEC3
O E BRRR 1.2 (Kentaro Tozawa), fiJE £4f ! (Keisuke Kamba), 5[ i 1.2 (Ryo Iwaoka),

FH B 12 (Takashi Nagata), F*F- 1E A 1.2 (Masato Katahira)

PHOK - ROV E —BLUTE0SET (Inst. Adv. Energy, Kyoto Univ.), > 50K « BT % &} (Grad. Sch. Energy Sci., Kyoto Univ.)

HAFREZSEAOHERRICBIZFTFASANT 1 MEEOEEH
Role of internal disulfide bond for functional expression of mammalian odorant receptors
O Nonoko Muto', #H M ' (Miki Takeda), A9 % * (Hiroaki Matsunami),

##F W 1F X ' (Masafumi Yohda), fH4 ¥EJ ! (Yosuke Fukutani)

VBTK - BRI - 44 T (Dept of Biotechnol., Tokyo Univ. of Agric and Technol.).
’Duke k% + BE%%# - MGM (Dept of Mol. Genet. and Microbiol., Duke Univ. Sch. Med.)
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1P-083*

1P-084*

1P-085*

1P-086*

1P-087*

1P-088*

1P-089*

1P-090*

1P-091*

KBHEEFVNVEEGALBRRC. TLH Y ADEZEMYE
Enhanced Survival Rate in Caenorhabditis elegans under Desiccation Stress through Ice-Binding
Protein Expression

OF i KA (Daiki Shimose)
SIEK -+ BT (Sci. and Eng., Ibaraki Univ.)

Deinococcus grandis $ifiTEE - NV 2—%%Z{EMA L 7= DNA BIERZE X /N7 E Pprl OFEHERER

Functional analysis of DNA damage responsive protein Pprl using a new host-vector system for
Deinococcus grandis

O FH ! (Miyabi Sakai), W& — )& 2 (Issay Narumi), & FH 1EX ! (Masafumi Yohda)
"L T K - BASE - £ % (Foodes. BASE., TUAT). * W#: - 26 (SL., Toyo Univ.)

EHRRICH T B/NREBEESRDO Wnt/ B- hT_VEBRADTE
Contribution of ER-localized enzyme to the Wnt/B-catenin pathway in cancer cells
O%:F: 1 #k 2 (Shiori Yanai), AH &4 ' (Yusuke Ohta), BpAf [%4E 3 (Takao Nomura),

Bifh B2 1 (Katsumi Maenaka)

"JeKBidE (Fac. Pharm. Sci., Hokkaido Univ.), * JtkBi/k i (Grad. Sch. Life. Sci., Hokkaido Univ.).
* JukBidE (Fac. Pharm. Sci., Kyushu Univ.)

Day 1 (June 11)

Poster Award Flash Talk

EREFRNBEHFEZRVWEE—RFA X =20 T DI=0HDT ) RRiH 5 DO L BEE - BFRE

An Efficient Method for Isolating and Purifying Nuclei from Mice Brain for Single-Molecule Imaging
Using High-Speed Atomic Force Microscopy

O3lEifE YK (Sota Kondo), Qiu Yujia. Sakinatus Sajidah Elma
&K - Fifah - F 7 (NanoLSI, Kanazawa Univ.)

KEREUNVEILEBEERERSOFFA DXL
Molecular Mechanism of Acquisition of Cold Tolerance by Ice-binding Proteins
OHaAy B ' (Saki Nakamura), 377/ B — 2 (Yoichi Shinkai). 4% B5A ' (Masahiro Kuramochi)

VIR - BEBR T - BT (Grad. Sch. of Sci. Eng., Ibaraki Univ.).
PHERRE - N4k X F 4 A VIFZETBIM (Biomedical Research Institute., AIST., Tsukuba)

URLYREFAIATIVR AL DT DHE—T « 7)) =5V EREHRESD pH ER LB
f#ER
Elucidation of the pH-dependent dissociation of the TED-mediated covalent cross-link between
Streptococcus pyogenes and human fibrinogen
Oflizk &7 ' (Yuki Tokunaga), )% 3% ' (Ryo Matsunaga), JJt4% 3% 2 (Kouhei Tsumoto)

"YOK - T+ 234 F (Dept. of Bio. Eng., The Univ. of Tokyo). > #¢k « EERHUF (Inst. of Med. Sci., The Univ. of Tokyo)

FZAVFYRNARTI 05— FASBRETHDIEZTVOSOH?
What is happening during the gate closing process of anion channelrhodopsin?
OZHEE 4 ' Miu Sudo), J&F BERS 2 (Sayo Inoko), P35 IHEL 2 (Takuma Watanabe),

HAY 3% 123 (Makoto Demura), 3§ JI| l&& 1.23 (Takashi Kikukawa), 37 H 1.23 (Takashi Tsukamoto)

"JLK - B - ZEfir (Grad. Sch. Life Sci. Hokkaido Univ.), *4tK « Bl « #5451~ (Sch. Sci. Hokkaido Univ.).
PAEK - BE - JudiZE Ay (Fac. Adv. Life Sci. Hokkaido Univ.)

FoAVF¥RNARTIVORICERSICHT S ) ERILIEEHD TR
Effect of phosphorylation modification on the photochemical reaction of anionchannelrhodopsin

OFKA B3 ! (Hina Akimoto), KA B 2 (Yuya Ohki), M4 3% 1** (Makoto Demura),
1) g5 > (Takashi Kikukawa), 3FA< B '3 (Takashi Tsukamoto)

YK - B - 541 (Sch. Sci. Hokkaido Univ.), *dbk - BE - 44y (Grad. Sch. Life Sci. Hokkaido Univ.).
SJeK - B - JE¥iE 4y (Fac. Adv. Life Sci. Hokkaido Univ.)

ZHEIHEH b T 2 AR—2—DRBERVUELICET 20K
Exploring the origin and evolution of multidrug transporters
O/ #iA ' (Yuta Ogawa), AR /K58 % (Tomoaki Matsuura), T ¥ T 1) 7 A % (Liam, M Longo)

PHUTOK - AR BT RE - AL B T4 (Dept. of Life Science and Technology, School of Life Science and Technology, Tokyo Tech).
PYCTK - ERAEAREZERT (ELSI, Tokyo Tech)
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1P-092*

1P-093*

1P-094*

1P-095*

1P-096*

1P-097*

1P-098*

1P-099*

Biguanide REHI& I bV NV 7R EDIEE (ERARER
The interaction analysis between mitochondrial terminal enzyme and biguanide
OF 552 ' (Seungwan Woo), ¥ 2 V=¥ Y =5 IV K « 7 4 *(Gerald I Shulman), 5 3405 ° (Atsuhiro Shimada)

Vi ELK - i (UGSAS., Gifu Univ.), * 4 = —JV K « 3% (Sch. Med., Yale Univ.).
PR - BB ZE (Fac. Appl. Biol. Sci., Gifu Univ.)

Antifreeze proteins increase cell-membrane fluidity in hypothermic conditions

OMg 8 ' (Yue Yang), 7% 3 2 (Tatsuya Arai), 3EF 5% ' (Sakae Tsuda), =& FlI5A 2 (Kazuhiro Mio),
flz % AR Uk 2 (Yuji Sasaki)
PYOK - B AR - WET (Grad Sch. of Fron. Sci., The Univ. Tokyo). * ##&MF (AIST-Utokyo)

E b P2X4 B A EEER OH =L HEERRIAFTMRDOEE
Development of new evaluation systems to characterize the interaction mode between human
P2X4 receptor and its inhibitors
O R, W (Toshiki Shiomi), IREE B (Akinobu Senoo), [II T %4k (Tomohiro Yamashita),
B B (Sacko Yanaka), A#iFH 1F (Tadashi Ueda), @#:H % (Makoto Tsuda), # 74 1 k% (Jose Caaveiro)

JuKEE - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.)

Unveiling the Mechanisms of Heat Sensitivity in Mutated Ryanodine Receptor Type 1:
Implications for Malignant Hyperthermia

O %58 ' (Chujie Liu), #F1L 1% * (Takashi Murayama), /MK B 3 (Takuya Kobayashi),
1% ffi%F ? (Toshiko Yamazawa), KIlI BEAHR * (Kotaro Oyama), JEFH B ' (Yoshie Harada),
5K [ ' (Madoka Suzuki)

"Bk - #AF (IPR, Osaka Univ.), * 8K - % (Jikei Univ. Sch Med).
SMERAEK - M2 132 (Dept Cell Mol Pharmacol, Juntendo Univ. Grad Sch Med). * &4F - #iiF (QST)

HERFES SUMIBLEMFRICED < 0X40-OX40L HEERICH T BKRY M ARy MOFEERER
Precise analysis of hot spots in 0X40-OX40L interaction utilizing computational science and
physicochemical methods
OVi%H 1 ! (Hiro Nishimuta), k8 BE | (Akinobu Senoo), &H ZFF ! (Sacko Yanaka),

M BE ? (Satoru Nagatoishi), 5% %0 ® (Takanori So). AfiFH 1F ' (Tadashi Ueda),

HEA JESE 4 (Kouhei Tsumoto). # 7 X4 T 7+t ! (Jose Caaveiro)

"JuKPE - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.), > #UK - BEEHIF (Inst. of Med. Sci., The Univ. of Tokyo).
PEIIK - % (Grad. Sch. of Med. and Pharm. Sci., Toyama Univ.).
SYORBET. - 754 F T~ ¥ (Dept. of Bioeng., Grad. Sch. of Eng., The Univ. of Tokyo)

Enhancing Enzymatic Breakdown of Polyethylene Terephthalate by Cutinase Tethering
Hydrophobic Moiety at N-terminus

OYvaX TAF 4 —H%F4 7 —F—=< > ' (Md Sadikur Rahman Shuvo), /NEFH 8 2 (Akira Onoda)

Ui K K BB BE R (Grad. School of Env. Sci., Hokkaido University).
® BB AR A= e M BRER TR E I JE B (Faculty of Env. Earth Sci., Hokkaido Univ.)

BamE (3 BamA DB - NLIL R XA EHEERAL. BAM BEHADBEXLEHETSHET. BEL
OMP7+&>7V)—%&XHRTS

BamE supports rapid OMP assembly by interacting with the B-barrel domain of BamA and
organizing the conformational change of the BAM complex

OFMIF KA (Yuki Maruno), H1J55 HIF5H (Yukari Nakajima), T K77 — F ¥ % —=< = — (Edward, M Germany),
5 H i (Takuya Shiota)
wWE K - 79 5 4 7 - RI(RI, Frontier., Miyazaki Univ.)

phialotide A £ RERICHETS T AT/ 1 IV:ETEEF PhiaB ) X #RfE R8s
X-ray crystallography on PhiaB involved in phialotide A biosynthesis pathway
O #i—HBE ' (Yuichiro Takekawa), JHEYF 2% 2 (Jyunya Takino), #¢U¥ 434 ! (Nana Yabuno),

Bk B ' (Min Yao), B§ 7K 2 (Atsushi Minami), JB¥H 2,2 ' (Toyoyuki Ose)

"Je KBz - 24y (Life Science, Hokkaido Univ.). * bWz - 2 (Science, Hokkaido Univ.)
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1P-100* #BEBERICE D SEARICHT RGOSR SRS & MR EARRIR
Rational multivalency design and physicochemical analysis of antibodies based on structural
information against multimer antigen
ORME)JE Mt ! (Takanori Yokoo), FHAT 3 "2 (Makoto Nakakido), FSH 1iF ° (Keiko Matsuda),
AT &5 2 (Seisho Kinoshita), 7 & Z %7 5 Fw 4 (Radu Aricescu), il 41 > (Michisuke Yuzaki),
HEA JESE 125 (Kouhei Tsumoto)

"YOK Bel- - 4b2E (Dept of Chem &Biotech, Sch of Eng, The Univ. of Tokyo).

2K - BT - N4 v Y (Dept of Bioeng, Sch of Eng, The Univ. of Tokyo).

*JEHE - % - ZEBI%% (Dept of Physiol, Sch of Med, Keio Univ.).

*MRC 73T W AR 5ERT AiieZE 9 2% (Dept of Neurobiol, MRC-LMB), ° ¥k « EERHIF (Inst of Med Sci, The Univ. of Tokyo)

1P-101* %451 X 4 2B Methanococcoides burtonii B3 sHsp OA V) v —i#i & RERFARBEE ORI -
Structure and function of sHsp from the psychrophilic archaeaon, Methanococcoides burtonii
OfR% 7% ' (Kyo Tino), /NI KB ' (Mima Ogawa), 7B fé& 2 (Ken Morishima), F I 4@ A< HE  (Rintaro Inoue),

I IEHH 2 (Masaaki Sugiyama), £ F H 1F 3 ' (Masafumi Yohda)

"ELTOK - TC (Dept of Biotechnol., Tokyo Univ. of Agric and Technol),
T RHRK - A EC T RHEIISERT (Institute for Integrated Radiation and Nuclear Science, Kyoto Univ.)

Day 1 (June 11)

Poster Award Flash Talk

1P-102* Synechococcus sp. NKBG 15041c Fa3k® ATP JEHEKEFRIR S + ANO &R /N0 B OWEERRIR
Functional analysis of an ATP-independent chaperone-like protein from Synechococcus sp. NKBG
15041c
i 48 | (Keigo Nakano), O _FJE 0 ' (Manaka Uehara), ELEF )5 K ! (Kota Mano),
U5 BB ' (Kentaro Noi), 5P )5 {8 2 (Ken Morijima), F: 1 4 AHE 2 (Rintarou Inoue),
#10 1F W 2 (Masaaki Sugiyama), 2 F [ 1F X ' (Masafumi Yohda), |1JFH Sl ' (Akiyo Yamada)

"BLTOK - BE LD - A4 T (Dept. of Biotech. and Life Sci., Tokyo Univ. of Agr. and Tech.).
2ROK - B WT- RS (Inst. for Integrated Rad. and Nuclear Sci., Kyoto Univ.)

1P-103* 7 F7IFE FEEHEOR 6 B 1 DHIRIESRIREICTEET 2EEREDRE
Identifying Key Amino Acid Residues for the Functional Expression of Acetaldehyde-Responsive
OR6B1
OT ) 181 (Haruto Kudo). 44t 15725 (Reina Kanemaki), #&F H 1E 3 (Masafumi Yohda),
R4 PEA (Yosuke Fukutani)
ELTOK - BET - ZE43 T (Dept of Biotechnol., Tokyo Univ. of Agric and Technol.)

1P-104* Hybrid-PURE system D#EEEFhZF A LFHRBRT7 L X FEFORE
Construction of Hybrid PURE system for identification novel arrest peptides
Oik 234+ (Naoko Tsuji), FEJE FE (Keigo Fujiwara), & H 7% (Hiraku Takada), T-%% 7442 (Shinobu Chiba)
WK - /Ry - iy (Life Sciences. Kyoto-su)

1P-105* QCM :&IC &% DNA EEBIE &% > /N & PARP-1 DEERIHEEERIT
Quantitative function analysis of DNA repair-related protein PARP-1 by QCM method
OM N KM ! (Yuri Kawahito), {EHE 47 % ! (Uka Sato), HHH: W% 5L ! (Sakura Hosoi).,
5 WHLE ! (Brika Yoshitomi), {8 223 ? (Hiroyuki Furusawa), HPJI] Hi4% * (Yuka Nakagawa),
MK % ' (Shigeru Negi)

"l - ¢ - pédE (Faculty of Pharmaceutical Sciences, DWCLA). > HJEXEE (Yamagata Univ.).
* SUKALAE (Institute for Chemical Research, Kyoto Univ.)

1P-106* HPARRMFF—EET7HT4—BEAEHIERT 2P TFEALBFEEDOHBEEIRIT S
The validation of the correlation between molecular assemblies formed by breast tumor kinase
and adaptor protein and enzymatic activity
OX I 24l ' (Shiho Takei). F2E 1 8 ' (Kaito Ugajin), A58 #fi% | (Junki Nakasako),
R B 12 (Yuki Matsuo), ffiFH 25 % (Ryo Kanda), JI#k H&— [ * (Soichiro Kawagoe),
7R 5 4 (Tomohide Saio), FYH 1F % (Tadashi Matsuda). B 5% 2 (Katsumi Maenaka).,
BBk B4 " (Min Yao), il 2.2 " (Toyoyuki Ose)

"JekBg - R4 (Grad. School. Life Sci., Hokkaido Univ.), *dbkbi - 3% (Faculty of Pharm. Sci., Hokkaido Univ.).
AL KBE - SJe¥E/EAy (Faculty of Adv. Life Sci., Hokkaido Univ.), * fikSK - J6¥i#%% (Inst. of Adv. Med. Sci., Tokushima Univ.)
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1P-107*

1P-108*

1P-109*

1P-110*

1P-111*

STAT1/2 NFOZEHDOER &

Purification and Evaluation of STAT1/2 Heterodimer

Ofi3F #ik ! (Yuta lizuka), )11 #i— Bl 2 (Yuichiro Takekawa), T 3% 2 (Miku Minami),
R ;2 % (Toyoyuki Ose)
"Jek - B (Science, Hokkaido Univ.). > Kb - 24y (Life Science, Hokkaido Univ.)

BRBSFICHETIE FREZBHMTRESATVS 70V D REOBERRADRZE
The role of a conserved proline residue of human odorant receptors responding to
sulfur-containing Molecules
O/N A4 (Yumika Ono), 7 3% (Haruka Saito), PR 5] (Masashi Abe), & H 1F 3L (Masafumi Yohda),
B84 TEA (Yosuke Fukutani)
EETOK - BE T - 245 1. (Dept of Biotechnol., Tokyo Univ. of Agric and Technol)

PPM 77 SV —DEREA 7 AMRFEICE DS HREERE DR
Development of novel substrate identification method based on the divalent metal ion
dependence of PPM family
O/ 228 | (Takaaki Ozawa), H1)I] B 2% 2 (Natsumi Nakagawa), {JHiE FE% ! (Shogo Ito),
S PSR 1 (Rui Kamada), 30 I3 ' (Kazuyasu Sakaguchi)
"Jek - #4t (Grad. School Chem. Sci. Eng., Hokkaido Univ.). >JtX - # - 1k (Dept. of Chem., Fac. of Sci., Hokkaido Univ.)

HIV-2 Nef 2 2/\9 &0 CD3 #MIEREF— 7 AR

Binding analysis of HIV-2 Nef protein with host CD3 intracellular motif

OnEB sk ! (Ryota Koseki), ZNE: fii ke ! (Idai Ozawa), FJ£ F1: ! (Kengo Hirao),
FHT #57% * (Takashi Tadokoro), . IE A ' (Masato Sumi), Andrews Sophie’,
Rowland-Jones Sarah®. BA ¥ ! (Kimiko Kuroki). Fiff B9 > (Katsumi Maenaka)

"JekBedE (Facul. Pharm. Sci., Hokkaido Univ.), > 1N Tt BIBHASE (Sanyo-Onoda City Univ.).
*Univ of Oxford. * LA AMF (Inter. Inst. Zoonosis Control, Hokkaido Univ.).
*Jek 7 7 F » LR (Inst. Vaccine Res. & Devel., Hokkaido Univ.). ® L KBi3 (Facul. Pharm. Sci., Kyushu Univ.)

BHRYT /) LBEERICEDIEBETREERFDOT /) L71 NER

Effects of transcription termination elements on in vitro genome transcription

Ol 4:4h (Keisuke Saito), #yH: W X @ (Yukino Matsui), )it /5 3% (Nobuhide Doi), )5l J# (Kei Fujiwara)
BEK - BT - A1 (Dept. of Biosci. and Info., Keio University)
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