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Drug binding specificity of human heart-type fatty acid binding protein
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Prediction of the structures of antigen—-antibody complexes using experimental epitope mapping and |ow-
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CD47 antagonizing nanocage therapeutics in combination with caspase-cleavable peptide prodrug for enhanced

cancer immune—modulation
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Structural basis of catalytic mechanism by L-amino acid |igase, RhiC
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Evaluation of aggregation and crystal structural analysis of interdomain disulfide bond-introducing mutants
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Development of functional protein complexes by fusion of artificial protein nanoparticle TIP60 with lectin
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Structural and functional analysis of a blue-shifted channelrhodopsin from Klebsormidium nitens
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Genome Editing with AalCas9, Which Prefers Unique PAM Sequences.
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Construction of PPI Stabilizers and Inhibitors Dataset for Rational Design of Molecular Glue Degraders

Osk;I # (Tsubasa Nagae) 1. sREH HF (Kohei Soda) 2,3, ;i #1M (Ikeda Kazuyoshi) 4,5, #& EX (Tsubaki
Masashi) 2. EH# M@AES (Kentaro Tomii) 1,2,3

1 KL danER (Grad. Sch. Med. Life Sci., Yokohama City Univ.). 2 E#®# ATTE08ERFt (AIRC, AIST)., 3EXK
fe#7$81 (Grad. Sch. Frontier Sci., Univ. of Tokyo). 4 EE#fst & # =8+ (R-CCS, RIKEN). 5 B KZ (Fac. of Pharm.,

Keio Univ.)



LBA-14
DFVIaAL—2 a3 ERAWVETRMIDLAAUICEDET T/ OV RAZBEROBEEE~ADFEE

Effects of sodium ions on conformational changes of the adenosine A2A receptor by molecular simulations
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Correlation structure analysis of ABG transporter P-glycoprotein using high-speed AFM and cryo-EM analysis
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Large—scale molecular dynamics simulation for aggregation of full-length amyloid-/8 peptides
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Evaluation of mutations that restore the signaling activity of the histamine H3 receptor lost in S. cerevisiae.

HE E&E (Ami Nakajima) 1. FxF F& (Chiaki Arai) 1. OBFH 8 (Mitsunori Shiroishi) 1
1HREXRK 42T (Dept. of Biol. Sci., Tokyo Univ. of Sci.)

LBA-18
E kb Galectin-2 ) #ESHER D9 FHL4E

Molecular mechanism of disaccharide recognition of human galectin-2
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Phosphorylation of the C-terminal autoinhibitory domain of plasma membrane H+-ATPase is crucial for |ight-
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Docking Screens for Molecular Targeted Pesticide Discovery
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Baicalin Target Protein, Annexin A2, is a Target of New Antitumor Drugs
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Anion—-dependent photoreaction dynamics of anion channelrhodopsinstudied by high-pressure flash photolysis
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