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CD47 antagonizing nanocage therapeutics in combination with caspase-cleavable peptide prodrug for enhanced

cancer immune—modulation
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Structural basis of catalytic mechanism by L-amino acid |igase, RhiC
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Receptor affinity of SARS-CoV-2 JN.1 variant
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Evaluation of aggregation and crystal structural analysis of interdomain disulfide bond-introducing mutants
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Development of functional protein complexes by fusion of artificial protein nanoparticle TIP60 with lectin
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Structural and functional analysis of a blue-shifted channelrhodopsin from Klebsormidium nitens
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Genome Editing with AalCas9, Which Prefers Unique PAM Sequences.
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Construction of PPI Stabilizers and Inhibitors Dataset for Rational Design of Molecular Glue Degraders
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Effects of sodium ions on conformational changes of the adenosine A2A receptor by molecular simulations
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Correlation structure analysis of ABG transporter P-glycoprotein using high-speed AFM and cryo-EM analysis

OE&ENO #2;T (Norie Hamaguchi) 1,2, 3. &=#ZE mE (Naruhiko Adachi) 4. B#dh  #f#E{= (Yuto Nonaka ) 5. £ &
f& (Yui Kanaoka) 5. JI[iF IR (Satoshi Yasuda) 4, ®H B &) (Satoshi Yasuda) 3, &7 f#Z (Naohiko Anzai)
2. FHE {8% (Toshiya Senda) 4., /NER i (Satoshi Ogasawara) 3. N4 &z (Takayuki Uchihashi) 5. #fH
H = (Takeshi Murata) 3

1 FEK - EFEZRFF (Grad. Sch. of Med. and Pharm. Sci, Chiba Univ). 2 FEX - [E - Z¥#% (Pharmacol., Grad
Sch. of Med., Chiba Univ.), 3 F%FX - ¥ - {t (Dept. of chem., Grad. Sch. of sci., Chiba Univ.). 4 &I R#t&E -
IREDT - &4 (SBRC, IMSS, KEK), 5 & E K - B (Phys. Dep., Nagoya Univ.)

LBA-16
KRESFEBAEII2L—232IT&bT7I04 FARTF FD5E

Large—scale molecular dynamics simulation for aggregation of full-length amyloid-/8 peptides
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Evaluation of mutations that restore the signaling activity of the histamine H3 receptor lost in S. cerevisiae.
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Molecular mechanism of disaccharide recognition of human galectin-2
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Docking Screens for Molecular Targeted Pesticide Discovery
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Baicalin Target Protein, Annexin A2, is a Target of New Antitumor Drugs
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Structural basis for the perturbation of self vs non-self RNA recognition by disease associated MDA5 variants
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Anion—-dependent photoreaction dynamics of anion channelrhodopsinstudied by high-pressure flash photolysis
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