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3P-1

RAZ—ET=Y (BRH A) / Poster & Exhibition (Exhibition Hall A)
6 A20H (&) /June 20 (Fri) 13:30 ~ 15:30

| #i&4m% / Structural biology (3P-001 ~ 3P-034)

3P-001

3P-002

3P-003

3P-004

3P-005

HKERENEY A F > F ¥ RV DIESER S HRTE
The structural diversity of channelrhodopsins
OfEH B A ' (Masahiro Fukuda), f# 2£—J ? (Koichiro E. Kishi), [ 2 * (Takayuki Oka),
AT B T (Masaki Tsujimura), 4 F84E ' (Suhyang Kim), HiAy S F 2 (Seiwa Nakamura),
i A7 ¢ (Yuka Takeno), I 357 ' (Hisako Tkeda), HiAY %51~ (Tomoko Uemura), % %I ° (Kehong Liu),
W4T il > (Norimichi Nomura), PHAT By ¢ (Yosuke Nishimura), J£43%)1] Biffi © (Masumi Hasegawa).,
5% 3% 6 (Susumu Yoshizawa), ¢ A8 ° (So Iwata), JIHE JEH '>* (Hideaki E. Kato)

"HEK - JesEiE (RCAST, The Univ. of Tokyo). > #K « #3C (Grad Sch. of Arts and Sci., The Univ. of Tokyo).
PFoF i s/ uY—X Y x8 vH&H (Nanion Technologies Japan K.K.).

0K - B - 4 (Dept. of Bio. Sci., Grad Sch. of Sci., The Univ. of Tokyo).

PHOK -+ BB - 5T (Dept. of Cell Biol., Grad. Sch. of Med., Kyoto Univ.).

S HK - K&HEERF (AORI, The Univ. of Tokyo)

CYP105A1 EEEB XU RDIT LDOIEFREAREHFIC K S ES| EEAEDEEFHIARE
Structural study of ESI complex comprising CYP105A1, a substrate, and an apparent non-
competitive inhibitor
O-WF 48 12 (Yu Hirano), K] 31 3 (Sachiyo Yoneda), Z2H Z#k > (Kaori Yasuda),

AT & &) 4 (Midori Takimoto-Kamimura), $ F1]2 > (Toshiyuki Sakaki), T [ AHE '* (Taro Tamada)

'QST - &¥/E4r (IQLS, QST). > T-HEK - Be# &4 T. (Grad. Sch. of Sci. and Eng., Chiba Univ.).
PEIIEK - BE T (Grad. Sch. of Eng., Toyama Pref. Univ.). ‘CBI #F4¢kHE (CBI Res. Inst.)

TJUFNF O EARERICH T DEERBEROBIERT

Structural analysis of glycosyltransferases in the glycyrrhizin biosynthetic pathway

O T-75 ' (Chizu Koshino), [ % ' (Hikaru Seki), A H' #2#k ' (Toshiya Muranaka), B J5ifil 2 (Genji Kurisu)
"B{K - T (Dept. of Eng., The Univ. of Osaka). * Bk « &1 (IPR, The Univ. of Osaka)

GPR84 M/\1 7 A{EEHDfi%AA

Elucidation of the bias activation of GPR84

O$AK K ' (Shota Suzuki), Phuoc Duy Tran®. P§JI] 34 ° (Koki Nishikawa), JLJ2 #1 * (Akio Kitao),
T TFHI ' (Yoshinori Fujiyoshi)

"HURRMER - ARIZERE (Adv. Res. Init., Science Tokyo).
PHORHEK - A Ay BLT22BE (Sch. of Life Sci. and Tech., Science Tokyo).
PR HUR TR - BRSNS I FRAFSE 4 (Joint Res. Crs. Adv. Biomol. Character., TUAC.)

SR K RER{LHMIE K [NiFe] £ KOS F—EICHENE REPEREOBELEME

Structural chemistry of characteristic intermediates in [NiFel-hydrogenase from Hydrogenophilus
thermoluteolus TH-1

ORifi $&W1 ' (Hiroaki Matsuura), Marius Horch®, Ingo Zebger®. Oliver Lenz*,

BT 548 | (Yoshiki Higuchi), #%5 JEHH ' (Hideaki Ogata)

"IN K - BeB (Grad. Sch. Sci., Univ. of Hyogo). * #4f RSC (RIKEN SPring-8 Center).
PNV v HK (Freie Univ. Berlin), * VY ¥ T#K (Tech. Univ. Berlin)
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3P-006

3P-007

3P-008

3P-009

3P-010

3P-011

BERERERFRLY : +/ VEBRIGSETERORICHERZA
Catalytic mechanism of Sulfide Metabolism of Sulfide:quinone oxidoreductase from
Mycobacterium tuberculosis
O%fi O 272 ! (Hinata Tateno), #3J& #i— 2 (Yuichi Matsuo), {4 &Yk ' (Kenji Iyoda),
T3k 523 ' (Uta Nakai), KHI B3¢ ' (Akina Ota), FHF JBR3H ' (Mari Tanaka), Augustin Tshibaka Kabongo’,
JJ] ! (Jun-ichi Kishikawa), Jt i# ** (Kiyoshi Kita), il % == K >*° (Daniel Ken Inaoka).,
& /L 1 (Tomoo Shiba)
"RUTAK - Bi - Ik (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.).
THEAK - BE - EARFERESE - AR HEAT (Dept. Biomed. Sci., Grad. Sch Health Sci., Kumamoto Univ.).
PR - BE - BB 71— VAL X (Sch. of Trop. Med. and Global Health, Nagasaki Univ.).
SROK - BR - PR AEE: (Dept. Biomed. Chem., Grad. Sch. Med., Univ. of Tokyo.).
PRI - BGFER - &G EAL4 (Inst. Trop. Med., Nagasaki Univ.).
SRR - BAFEE - YA Fra— N VERE - 5 TS5 4 F 3 v 2 X (Dept. Molecular Infection Dynamics, Shionogi Global
Infectious Diseases Division, Inst. Trop. Med., Nagasaki Univ.)

FEBENXIVNIEY AT _VOFERICEDIPANT 1 FREEOBRERUVEERFL
Computational Disulphide Bond Removal and Monomerization of Sandercyanin, a Red Fluorescent
Protein
OAHE FEAHB ' (Shintaro Fuwa), T- 37 443 ! (George Chikenji), T3 2 A7 A % ! (Swagatha Ghosh),

¥ NZ L+ F )V F 2 (Leonard Chavas)

"%k - T+ ¥ (Dept of Appl. Phys., Grad. Sch. of Eng., Nagoya Univ.).
24K Yy ru b a v ii%E v ¥ — (Synchrotoron Radiation Research Center, Nagoya Univ.)

FIEEMRETORSBBERRICEDSRER T TFENIET 1 ATV OBERR
Structural analysis of photosynthesis antenna protein phycocyanin under physiological
environment

OFM 26 ! (Kanji Asada), fF4, Z25 2 (Yasufumi Umena)

'K - T+ 8 (Dept. of Appl. Phys., Grad. Sch of Eng., Nagoya Univ.).
2HK - v yra eyt v ¥ — (NUSR, Nagoya Univ.)

Liposome Lt T® Large pore channel D& fiEERITDF
Attempt to determine the high-resolution structure of large pore channels reconstituted into
Liposome membrane
O i ' (Ryuga Teramura), F3F 2ot | (Atsuki Nakano), Y& 3 2 (Kaoru Mitsuoka),
R 3t ' (Ken Yokoyama)

"RUEK - 2 fy - Jadf (Fac of Life Sci., Kyoto Sangyo University).
ZPK - BT WS £ ~ ¥ — (Research Center for EM., Osaka Univ.)

ERp44 (CXBEiaz st UEERH - MBS EER
Structural basis of zinc-dependent client recognition and release by ERp44
OEFR B ' (Satoshi Watanabe), A% 2 (Mikoto Kiya), = FE T~ 2 (Amiko Miyake).,
KH #ik " (Yuta Amagai). FR3E #Uk | (Kenji Inaba)
"Lk - ZEBERE (MIB, Kyushu Univ.), > 38EK - 2 @8t42 (Grad. Sch. Life Sci. Tohoku University)

T PAVRITRETOTF7—E0OREE - HEMRE

Structural and functional study of mitochondrial inner membrane proteases

O41l Wt ! (Sayuka Kanayama), 3% K ! (Yuta Imai), ) 2,2 % (Atsuyuki Ito),
1A BEE 3 (Yuri Hariki), ZNAFJEC 3 ° (Satoshi Ogasawara), 1535 #53% * (Noriyuki Kodera),
A #1: 3 (Takeshi Murata), 356% #5°F ' (Yuhei Araiso)

"R - 44 (Div. of Health Sci., Kanazawa Univ.). > T-35kPFz - £ (Grad. Sch. of Med., Chiba Univ.).
> T3 KB « B (Grad. Sch. of Sci., Chiba Univ.), * &Rk + F 7 A @#f (WPI Nano Life Science Institute, Kanazawa Univ.)
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3P-012

T3 71 REGRICHTH8EEHR CYPS5A3 DEERSHOERILA V) —=J
Crystallization of the substrate-bound CYP85A3, a key enzyme in brassinolide biosynthesis
OTWi i Wi ' (Koki Zenkai), JWEE X L@ * (Yoshino Kojima), fJijifi B27] > (Seiji Nakase),

E8 35T | (Naoko Manabe), JHEIL kA ¢ (Keisuke Fujiyama), K% 1E74 ° (Masaharu Mizutani),

{iETHE A > (Yusuke Sato), H P %54 >° (Tomoya Hino), 7 ¥ EL# > (Shingo Nagano)

VEBHOK - Bedbitk ik &4 8% (Grad. Schl. Sus. Sci., Tottori Univ.).

2 BHUK - T+ k%54 F (Dept. Chem. Biol., Fac. Eng., Tottori Univ.).

P BHUK - GSC + ¥ # — (GSC Center, Tottori Univ.).
* BICK - Bi 1. (Grad. Schl Eng., Tottori Univ.). * #ii5K - Bik2 (Sch. Agr. Sci., Kobe Univ.)

3P-013 I FLEMEHEEDHIEF ¥R TolC ICH TR EEHENLEVHLZBROMIFE TOMRE
Structural basis of substrate-specific drug efflux pathways and their inhibition in the bacterial
outer membrane channel TolC
O3B Wk ' (Mikio Tanabe), Ff3E (JE1) P2 2 (Satomi Inaba-Inoue), 5P 272 ! (Toshio Moriya)
TR BERE - WOHERE - #55E (SBRC, IMSS, KEK). bk - Je%ist: 4y (Fac. Adv. Life Science, Hokkaido Univ.)
3P-014 (KEEFEMFEZAVRIEFRR—BCERETBR _SHOEERIT

Structural analysis of nitric oxide reductase dimer from Pseudomonas aeruginosa using cryo-

electron microscopy
O #F 2 (Ryohei Kawakami), T7%5 ¥ ¥ #2A F 4 £ 2 (Chai Gopalasingam),
A F58) ° (Hideki Shigematsu), % 4r 7% ' (Takehiko Tosha)

" JCIOKEE - B (Grad. Sch. Sci., Univ. of Hyogo). * #4Jf SPring-8 (RIKEN SPring-8 Center).
* DRSS € v & — HEXE W42 (JASRI Structural Biology)

3P-015 EBE{tIhZ4 N\ EEELAPEFEIFEE BIX-3,4 OB
Current Status of Upgraded Single Crystal Neutron Diffractometers for Protein Crystallography,
BIX-3,4
OB )E FY ! (Kazuo Kurihara), 7% S1H] ! (Fumiaki Kono), J&7K 3% ' (Rumi Shimizu),
FAY #% B 2 (Itaru Tamura), [ AKEB ! (Taro Tamada)
'QST - ¥4 (Inst. for Quantum Life Sci., QST). * Ji-¥J1#ME - Praklaif 7657 (New Res. Reactor Promo. Office, JAEA)

3P-016 KIBEREIEED ATP ARXEER ORISR
Structural analysis of ATP synthase on the E. coli inverted membrane vesicles
O®if] By ! (Kohei Kusaoka), FHVBF 3k ! (Atsuki Nakano), Y6 3 2 (Kaoru Mitsuoka),
R 3 ' (Ken Yokoyama)

"ROEK - A4 (Kyoto Sangyo University).
*BK - BEIE (Reserch Center for Ultra-High Voltage Electron Microscopy, Osaka University)

3P-017 SARS-CoV-2BA.2.86 U JN.1 Spike EEHEDZEMIES NX 1 L u]E1EICRT 218 EER

Structural insights into receptor-binding domain mobility of the spike in SARS-CoV-2 BA.2.86 and

JN.1

O%: B AJY ' (Hisano Yajima), 2235 {48} 2 (Yuki Anraku), ZF 4% 3 (Yu Kaku), AM FF T ' (Kanako Kimura),
Plianchaisuk Arnon’. YA} H:4H 3 (Kaho Okumura), 444 #T- ' (Yoshiko Nakura), $} B4 (Yusuke Atarashi),
Wi 5% ' (Takuya Hemmi), HLFH KHi ¢ (Daisuke Kuroda), Eiff H.E2 * (Yoshimasa Takahashi),
w4 24\ 2 (Shunsuke Kita), fi &4 A Z&IE ! (Jiei Sasaki). 75 #3% ' (Hiromi Sumita), HH J4°F * (Jumpei Ito),
B W52 % (Katsumi Maenaka), i {3 ¥ (Kei Sato), 511 F&/: ! (Takao Hashiguchi)

"HOK - BEAEDF (Institute for Life and Medical Sciences, Kyoto Univ.).

> JbX - 3 (Faculty of Pharmaceutical Sciences, Hokkaido Univ.).

PR - BEEMIF (The Institute of Medical Science, The Univ. of Tokyo).

BT - BRI - 7 7 F VRIS ~ & — (Research Center for Drug and Vaccine Development ,NIID.)

3P-018 HEWRARE®D Fim RENKREOHENEE
Structures of tip proteins in Fim pili of gum disease bacterium Porphyromonas gingivalis
Ol FL.%2 ' (Norihiro Takekawa), 22/ B4 | (Yusuke Ando), /NEs 48 ' (Rei Kojima), JE-7- B8HE % (Mikio Shoji),
ZH BB ! (Katsumi Imada)

"BRK - BEFE - %5451 (Dept. Macromol. Sci., Grad. Sch. Sci., Osaka Univ.).
2 RIGK - BilE %€ (Grad. Sch. Biomed. Sci., Nagasaki Univ.)
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3P-019

3P-020

3P-021

3P-022

3P-023

3P-024

3P-025

TR G NG EDOEERRO =D DRANCIFHNFE I 2 L—2 a3 U FEORR
Development of coarse-grained molecular dynamics simulation method for structural analysis of
proteins in the gas phase

LAf 135 1 (Kazumi Saikusa), WA %17~ 2 (Satoko Akashi), O _F H:AEB 3 (Sotaro Fuchigami)

" PERRHF - FHEBHER A v ¥ — (NMIJ, AIST). > B kb - ZE@sBER42 (Grad. Sch. of Med. Life Sci., Yokohama City Univ.).
S FULK - 3 (Sch. of Pharm. Sci., Univ. of Shizuoka)

#wEF

Ubx5 I2&% VCP & HETTED ST HIERRRIAIC M) 748 E AR T D HR Y #H &

Progress in Structural analysis to reveal the molecular mechanism of VCP activation by cofactor

Ubx5

O%E
g
VN

F3} ! (Rikuto Ochiai), Z¢4% 3EIBT- ' (Nanako Yasumoto), H ¥ %441 '? (Tomoya Hino),

BB 12 (Singo Nagano), [11JE 35 3 (Atsushi Yamagata), {5 #A ? (Yusuke Sato)
- BT (Grad. Sch. Eng., Tottori Univ.), * k&K - GSC % ¥ # — (GSC Center, Tottori Univ.).

P BALZARESET A Ak ne B2 sE £ ~ & — (RIKEN Center for Biosystems Dynamics Researc)

BESFEG2/NJE H-Ras D7) —X ;77 SS-ROX #ERIBERFTIC KD GTPase &t LHBEZE1L

DiEFHF

Trace of GTPase activity and structural transition of small G-protein H-Ras by freeze-trap SS-ROX
protein crystallography

Oy

w1

Bk ! (Takashi Kawamura), $&23)1] fItl ' (Kazuya Hasegawa), 43X FlIHk T~ > (Wakako Sakisaka),
B ¥~ 2 (Yoko Yoshikawa), 5 $3% ? (Fumi Shima), HEHR £% ' (Takashi Kumasaka)

'JASRI - #3548 (JASRI Struct. Biol. Div.). >4k - k& - 4 7 X (Grad Sch. Sci. Tech. Innov., Kobe Univ.)

RENEREREEALEALFEBREXAEBH AzamiRed1.0 DiEiE
Structure of reversal mutant proteins of AzamiRed1.0, an artificial red fluorescent protein
engineered from AzamiGreen

OXkE

i (Isamu Nagatomi), 4} JdET 2 (Hiromi Tmamura), 7)1 ‘H % ! (Norihiro Takekawa),

ZeH B! (Katsumi Imada)

"BRR

- e - &40 (Dept. Macromol. Sci., Grad. Sch. Sci., Osaka Univ.).

TR - BARRYEEE ~ ¥ — (Sci. Res. Center, Yamaguchi Univ.)

RaAOF 7M1 NAEORREZER LY PDZ KX 1 BEEROEET
Design of dual PDZ domain inhibitor for the development of anti-coronavirus drugs

ORIk
(SRS
S
EZS

By ! (Natsuno Ando), KB WlI7E * (Takeshi Tenno), {EIE &4k ! (Ryusei Hamajima),
#iHiE | (Haruka Takagi). B[R #i2% ? (Yuya Hanazono), B4 153 ° (Nobutaka Numoto),
B — * (Youichi Suzuki), I WalE 2 (Nobutoshi Ito), J%HH 75— "> (Hidekazu Hiroaki)
- BEAI3E (Grad. Sch. Pharm. Sci., Nagoya Univ.), > B4k - i (Med. Res. Inst., Science Tokyo.)

PRI - JEBEWF (Res. Inst. Int. Sci., Okayama Univ.). * KB{EEFHER K - P€ (Grad. Sch. Med., Osaka. Med. Pharm. Univ.).

e

241 BeCellbar(BeCellbar, LLC). ° %K + COMIT(NU-COMIT)

HEDOHRIRICEAET 22 /N E FtsZ DIBERERER DA

Structural Insights into the Stability Mechanisms of Bacterial cell division protein FtsZ

OJIIES
I

K ! (Kodai Yamamoto), K3 FAK | (Takumi Oshiro), /N3¢ 2858 12 (Yoshio Kodera),
£ 12 (Takashi Matsui)

"JeBKEE - B (Grad. Sch. Sci., Kitasato Univ.).
TIRHOK - BRI 7 1 74+ 3 2 2% ¥ ¥ — (Center for Disease Proteomics, Sch. Sci., Kitasato Univ.)

b2 F2 0 20 i1 ZKELTS 2-FF VTN RIVBEFEDTF 5 F—EnfEREEHEEREICHT

ER V) A A
Crystallization and functional modification of 2-oxoglutarate-dependent dioxygenase that
hydroxylates C20 of tomatine

Oy
KA
i
"B
EE PN
-VN
-SN

J— ! (Taichi Isono), 7 ]k ! (Kota Yoshioka), =71 k&P | (Asami Miyazaki),
1E 3 2 (Masaharu Mizutani), {5 #341 ** (Yusuke Sato), H ¥ % 1 >* (Tomoya Hino),
BHE 34 (Shingo Nagano)

- B - Fipitk k&A1 8% (Grad. Schl. Sus. Sci., The Univ. of Tottori).

- [ - B (Grad. Schl. Agric. Sci., The Univ. of Kobe).

- T. - fL%3 4 * (Dept. Chem. Biol., Fac. Eng., The Univ. of Tottori).
- GSC * » # — (GSC Center, The Univ. of Tottori)
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3P-026

3P-027

3P-028

3P-029

3P-030

EaRORESE SFX AEICEDHRSERT T FERET 1 AV 72V DRGEEDIEEMA

Structural study of the light reaction in photosynthetic antenna protein Phycocyanin by
picosecond time-resolved SFX measurement

OME#, 2858 1 (Yasufumi Umena),  Fi11] #5 B >>* (Tetsurou Katayama), Luo Fanjias‘ HiR 2259 ¢ (Takanori Nakane).,

Bl BT 7 (Yuriko Takayama)

"#“K - vy ru o UbgEE 2 # — (NUSR, Nagoya Univ.).

PRk - RZ b LED 7 # k=2 Z#f (Inst. of post-LED Photonics, Univ. Tokushima).

SRR - A& PEFEPT (Grad. Sch. Tech. Innov., Univ. Tokushima). ‘JST - fil% (FOREST, JST).

* R SERM RIS v & — - BF%E T 1 Y = 7 MR (Research Project div., JASRI).

Sk - B EIBF (Inst. for Protein Research, Osaka Univ.), " HiAEEK - 243 (Div. of Biophysics., Jichi Medical Univ.)

[4Fe-4S] 7z L FF I ICHIT3 70 b UIC K BELETEM ORI HE
Protonation/deprotonation-driven switch for the redox stability of low-potential [4Fe-4S]
ferredoxin
ORI 5 1% (Kei Wada), =5 1IE# ° (Masaki Mishima), 77T, &3 # (Takayuki Nagae),
FUI IE 8 ! (Masaki Marukawa), 2 #0T- ' (Noriko Kaseda), JGI1 #iZET- ' (Yumiko Motoyama).,
kI 3 E ° (Kengo Inoue), 14 IF— © (Masakazu Sugishima), b3 HERE 7 (Yasutaka Kitagawa),
¥ B = ® (Masaki Unno)
VEIEK - I - % (Dept. of Medical Sciences, Univ. of Miyazaki), > &k - 71 ¥ 5 4 7 (FSRC, Univ. of Miyazaki).
P HOEERLK - 3§ (Dept. of Molecular Biophysics, Tokyo Univ. of Pharmacy and Life Sciences).
SRR - B - @R (Dept. of Life Sci., Gakushuin University). * &Ik - - JiZk (Dept. of Argi, Univ. of Miyazaki).
AKX - BE - & (Dept. of Medical Biochemistry, Kurume Univ.).

TR - BEIEBE T - WEIAIRL (Grad. Sch. of Engineering Science, Osaka Univ.).
SUBRK - BEBLT. - B T-%EH# (Grad. Sch. of Science and Engineering, Ibaraki Univ.)

2R SPring-8 EMRE—LFA VERITN—T D71y bFREHBRUFDRIK
Development and Current Status of Wet Laboratories in the RIKEN SPring-8 Biological Beamline
Facility Group
O 3 ! (Kohei Takeshita), Z-4% HHJe ! (Hideo Ago). 1£7& ¥ ° (Shuku Saji).
1A 73 (Sachiko Yamamoto), B#IT /%% | (Yuzu Higuchi), JiE H.%5 1% (Sachi Kato),
BiH %% 12 (Sara Maeda), 2B Fl ' (Go Ueno), 3ZJf WA * (Naoki Sakai), [14S HEE ! (Masaki Yamamoto),
T K fhBE ! (Nobutaka Shimizu)

" B RSC(RIKEN SPring-8 center).
PIRREILOK - B4 - MR 5T+ (Supramol. Struct. Biol., Grad. Sch.of Sci., Univ. of Hyogo.)

*SPring-8 - FHUIERI%E £ > & — (SPring-8, JASRI)

FEEHHREERESZ Y — 42 /N7 8 HemAT DIEEHEERRIF
Structural and functional analysis of HemAT: an oxygen-sensing protein in chemotaxis control
system
OB % ' (Rei Tohda), A HIS 2 (Norifumi Muraki), 35 1§33 (Seiki Baba),
BUR 954 ° (Hideo Okumura), {H¥F BESH * (Yoshiaki Kawano), ## 1] %] ° (Takeshi Yokoyama),
T ) &7 (Shigetoshi Aono)

"ECILK - BB (Grad. Sch. of Sci. Univ. of Hyogo). > B K + BT (Dep. of Chem., Keio Univ.). *JASRI,
* P - SPring-8 &~ # —(RIKEN RSC). ° Btk - Be/k: i (Grad. Sch. of Life Sci., Tohoku Univ.).
S FURBHAIFSERERS - 424 AlK (ExCELLS, NINS). 7 FURBHARFZERERE - 5 T-BF (IMS, NINS)

hPRMT1 - SAH R FEBENSHSHICT ST 7 7 2 —&IRtE
Cofactor selectivity revealed by hPRMT1/SAH complex structure
S S 12 (Nobuyuki Endo), JI[ AR &K 2 (Akihiro Kawamoto), JEHH <% 2 (Mika Hirose),
F @k 2 (Wang Jiye), AT HIHT- ! (Hinako Koshimura), %5 )5 25 ! (Miwa Kuzuhara),
i b BET- ' (Akiko Tkegami), Al &I 3 (Hiroaki Daitoku), HN#F #—HK * (Koichiro Kako),
4 f23% >° (Jun-Dal Kim), Y11 #E 7 (Susumu Uchiyama), M B2 > (Takayuki Kato),
&K B2 (Toshiyuki Shimizu), ZEAN 5 2 (Genji Kurisu), HJI] 25 2 (Atsushi Nakagawa).,
AR #: ! (Hironari Kamikubo), 787K W35 >° (Akiyoshi Fukamizu), Q&R #:T- "*° (Sachiko Toma-Fukai)
VZSELEIK - JE8 - MR (Div. MS. NAIST). 2 Bk &HF (IPR, Osaka Univ.).
* HidE K4 TARA &~ # — (TARA, Univ. of Tsukuba). * 5 K4 4 ér5i8%% (Inst. of Life and Env. Sci., Univ. of Tsukuba).
IR FIEERF (Inst. of Nat. Med., Univ. of Toyama). © S8t B 5GmAFJE 6 5% 33 (AMED-CREST).

"Bk T (Grad. Sch. of Eng. Div. of Sci. and Biotech., Osaka Univ.).
* JUK # (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)
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3P-031 70O b EEENH TR ATP SR EER DISERIR
Structural analysis of ATP synthase rotated by proton motive force
O 308} | (Atsuki Nakano), 71| 3 — 2 (Jun-ichi Kishikawa), G # * (Kaoru Mitsuoka).,
#—1 7Y A 7 *(Christoph Gerle), W F5H > (Hideki Shigematsu)

"JOK - L - Mt (App. Chem., Eng., Univ. of Tokyo).

2 BURR L 3SMME 2B T A %% (Applied Biology, Kyoto Institute of Technology).

P KBRS B T- B SE £ ~ # — (Research Center for Ultra-High Voltage Electron Microscopy, Osaka University).
*EEHRERRLETISE £ >~ 4 — (JASRI),  BUHFHUR R 2F%6¢ > & — (RIKEN SPring-8 Center)

3P-032 X#BehttFEAWVLAETIL R+ -NADP+ EXTHEDRZSIBERIFICEVIESHICE > =BET
ICIKFLEKERAR Y NI—OBRE

Redox-dependent hydrogen bond network rearrangement of Ferredoxin-NADP+ reductase
revealed by X-ray and neutron crystallography

O & EDH ' (Midori Uenaka), AP§ #i4i ' (Yusuke Ohnishi), FIH? F51] ' (Hideaki Tanaka),
SEAN S5 hi] 1.2 (Genji Kurisu)
"BOK - & (Institute for Protein Research, Osaka University). * Bk - Bi## (Graduate School of Science, Osaka University)

3P-033 IMBESHOBEESE 1 77— CHKONTF FIC K SH#iasE &K EEHEBOBZHA
Structural Basis of the JM Complex: Unveiling the Mechanism of Peptidoglycan Synthesis Inhibition
OWH ¥ (Hidetaka Kohga), Napathip Lertpreedakorn. % ik (Ryoji Miyazaki), Wu Sixian.,
I % (Tomoya Tsukazaki)
Z RGN (NAIST)

3P-034 FUF7ERUY3D®E-FKTIEE
Narrowed pore structure of aquaporin-3
O Kiili | (Daisuke Kozai), F1_I- HEHR 2 (Masao Inoue), E5A FHA ' (Shota Suzuki),
fa)ll W75 ' (Akiko Kamegawa), P4JI] 5577 3 (Koki Nishikawa), #5A 184 ! (Hiroshi Suzuki),
A = 2 (Toru Ekimoto), ¥ IT §ii i 2* (Mitsunori TIkeguchi), T #FHI “* (Yoshinori Fujiyoshi)

"HORREK - E5SERF (Adv. Res. Init., Inst. Sci. Tokyo). > Kiileili K - 2 @5 EEMF (Grad. Sch. Med. Life Sci. Yokohama City Univ.).
PR TR - AR LB (Joint Res. Crs. Adv. Biomol. Character., Tokyo Univ. Agri. and Tech.). * #EAff (RIKEN)

3P 2 RAKZ—BTREE (BREA) / Poster & Exhibition (Exhibition Hall A)
= 6H20H (£) /June 20 (Frij 13:30 ~ 15:30

| st - 15882 / Computation/Information science (3P-035 ~ 3P-052)

3P-035 7T7—7AT7ATILLBABDN—F ¥ NAI)—=2T
Pharmacophore-guided virtual screening of antibody formats
OB #i— ' (Koichi Abe), Chris Williams®. Shahi Sowlati-Hashjin’. Alain Ajamian’,
Andrew Henry’
"B &FLE IV Y X (MOLSIS Inc.). *Chemical Computing Group ULC

3P-036 &RfiriEiREY Gaussian accelerated MD ;EDRIH
Development of site-selective Gaussian accelerated MD method
OJRIIE 4f (Hiraku Oshima)
SR K - B (Grad. Sch. of Sci., Univ. of Hyogo)

3P-037 A VIRV VY- %M\ /= RseP FEEHIDIRHR & B EZRIHEHBORRIR
Discovery of RseP inhibitors using in silico screening and analysis of substrate selection mechanism
OfEtE WA ! (Remii Takahashi), KAz BABH ! (Hiroaki Oheda), Ff_I- HEER ! (Masao Inoue),
WA = ! (Toru Ekimoto), [1JHR %% 2 (Tsutomu Yamane), H1E 3T 3 (Yohei Hizukuri),
X SFN ! (Terukazu Nogi), k111 F5 % 3 (Yoshinori Akiyama), #BIT il 1 (Mitsunori Tkeguchi)

UM KBE @R (Grad Sch. of Life Sci., Yokohama City Univ.). * #BF  #145#} %+ (RIKEN R-CCS).
P HRUK BEREW WS (Inst. for Life & Med. Sci., Kyoto Univ.)
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3P-038

3P-039

3P-040

3P-041

3P-042

3P-043

3P-044

3P-045

CrypTothML: £ B8RS FRNFH B EHRMF B EMASDEEIVTT 1 v 791 FFAFE
CrypTothML: A Combined Mixed-Solvent Molecular Dynamics Simulation and Machine Learning
Method for Cryptic Site Prediction
OAWF T-5 2 (Chie Motono), I %1 > (Keisuke Yanagisawa), /NI #E ' (Jun Koseki),

£t B —BB ' (Kenichiro Imai)

" PERSHE - MINas>F (CMB, AIST). 2 ## - CBBD-OIL(CBBD-OIL, AIST).
*Science Tokyo - f§#t# 1. (Sch. Comput., Science Tokyo). *Science Tokyo + MIDL (MIDL, Science Tokyo).
* BERSHE -+ G-QUAT(G-QuAT, AIST)

ﬂﬁﬁﬁ?ﬂﬁﬁ?i 1b—23 %AW ECMO RZEREEE T U= MiKh B LR - BERI|A D
A Coarse-Grained Molecular Dynamics Study on the Exchange of Carbon Dioxide in Blood and
Oxygen Gas through Hollow Fiber Membranes for ECMO
OX W5 553k ' (Ryota Shibasaki), H14% B # | (Takahiro Chujo), £ 3K ' (Makoto Fukuda),

W W2 Y (Naoyuki Miyashita)

USEKBE - ZEW BT (Grad Sch. of BOST, Kindai Univ.). 23k - BT, (BOST, Kindai Univ.)

BFEHNFESI 2 L—2 a3 EBRFBEHASOEERRN T F NEESBEO T AEORRE
Protocol for Membrane Permeability Prediction of Cyclic Peptides by Combining Molecular
Dynamics Simulations and Machine Learning

KH B ' (Masatake Sugita), FEHL HEK ' (Yudai Noso), 2% F: 5 ! (Jianan Li), JBEVT $hi#k ' (Takuya Fujie),

OWIE 321 2 (Keisuke Yanagisawa), FXKI1I Z& 2 (Yutaka Akiyama)

'Science Tokyo - 1§ #t# 1. (Sch. Comput., Science Tokyo). *Science Tokyo + MIDL(MIDL, Science Tokyo)

De Novo ATPase D5 DS IEHIE

Rational Enhancement of De Novo ATPase Activity

OREH $a1 ! (Takuya Orita), /MZ B3 2 (Takahiro Kosugi), #k )% ! (Shigehiko Hayashi)
"HUK (Kyoto Univ.). ? 55 FRHERFZEIT 245 T A 7 A%+ ~ ¥ — (CIMoS)

NLTVY PR ZER/F O VNVBHOREFBIC L S8IH

Deep learning for expansion of gene-regulatory-protein library
B 452K (Sota Okuda), AHF FE%8HE Michio Aiko), OARE KA (Daisuke Kiga)
K - ST - A H/E A (Dept of Elect Eng and Biosci, Waseda Univ.)

MD SHEEESHRNTF FEET — 2ty MEECIEERET IV ONEIERIT
MD-driven Peptide Structure Dataset Construction and Extrapolation Analysis of a Diffusion Model
O 184 ! (Shinji lida), 758 # "> (Yutaka Saito)

"JEEK - RET - F—% 94 T~ X (Dept. of Data Sci., Sch. of Frontier Eng., Kitasato Univ.),
> HOKBE - Hr ¥ (Grad. Sch. of Frontier Sci., The Univ. of Tokyo). * ME#HF - A TANfERF%E+L >~ # — (AIST, AIRC)

BHIXNVF—EEBRICEDIEVNIEREL - VI FRE
Protein stabilization and ligand modification using the free-energy perturbation method
OMREE %2 ' (Shun Sakuraba)

'QST - - f/Edy (IQLS, QST). > Tk - @& #LT. (Grad. Sch. Sci. Eng., Chiba Univ.)

BFENFEII2L—2aEERFEICKBHBEIOFELTR
Predicting the evolution of the new coronavirus using molecular dynamics simulations and
machine learning
OfH i ' (Tomoshi Kameda), Tien Thanh Bui'. /MK ##i ' (Kaito Kobayashi),
i3l A 2 (Yusuke Nakamichi), RH 3&fid * (Eiji Morita)
" PERRHE - N TZNfE (AIRC, AIST). * BERSHF - BeaE{baz (RISC, AIST). ° BARI K% - 4 (Dept Agri, Hirosaki Univ.)
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3P-046 SARS-CoV-2 hffifFAND 7 L—LT—JEEEN L-EQHEE : 9FBHE I aL—Ya vtk lE
{EFARRIT

Framework Region-Mediated Binding Mechanism of SARS-CoV-2 Neutralizing Antibody:
Interaction Analysis by Molecular Dynamics Simulation

ORe4 #hK ! (Takuto Kumagai), 238 1 ' (Yuki Anraku), Xu Pan'. &M FEF§ T ! (Hinako Shida),
Bk &5 (Yu Adachi), 2RIl BB ° (Saya Moriyama), 54% TL 2 ° (Yoshimasa Takahashi),
4 {4 ' (Shunsuke Kita), Hisham M. Dokainish®. Hifi B9z ">** (Katsumi Maenaka)

"Jek - # (Facul. Pharm. Sci., Hokkaido Univ.). >4tk « AHR (Inst. Zoonosis Control, Hokkaido Univ.).
PJEK - 77 F YL (Inst. Vaccine Res. & Devel., Hokkaido Univ.). * Juk - # (Facul. Pharm. Sci., Kyushu Univ.),
* [ 37 f HE A B PLARZEBE M (Japan Institute for Health Security)

3P-047 kFAEFA R EZBEGEAVEAAVREIRRETO I 1L—23a AT LDOEBE
Simulation System for k Opioid Receptor in different ion concentration between intra and inter
cellular sides

OHW L #K N (Shuto Tamaru), YGik MACHE (Ayori Mitsutake)
BiGK - BT - #3 (Meiji Univ., Dept. Physics)

3P-048 MD > Ial—>aryzRAWENYTYTEREE—S4— : MotAB DEIEHIBIME
MD simulation on the rotary mechanism of the bacterial flagellar motor: MotAB
O #EAHR ' (Shintaroh Kubo), [ Fl HE:& 2 (Yasushi Okada), 5 # . 3 (Shoji Takada)

"HUK - T. - JE (App. Chem., Dept. of Eng., The Univ. of Tokyo). > #K - ki - [% (Dept. of Med., The Univ. of Tokyo).
*HOK - B - B (Dept. of Sci., Kyoto Univ.)

3P-049 NATVYRBFIIaL—=2avIcEBRERTTINED 7 7—E0OXREHLEIBORERA
Unveiling the photoactivation mechanism of photoactivated adenylate cyclase by hybrid
molecular simulation
OW IO B 2 (Masahiko Taguchi), & #5#%k > (Akiya Fukuda), BRJE £ >* (Shun Sakuraba), Justin Chan’.
Bk LT 2% (Briko Nango), [ 752 > (Hidetoshi Kono)

Uk - %568 (IMRAM, Tohoku Univ.). 2 #tdkk - #1 (Grad. Sch. Sci., Tohoku Univ.). *QST - 7/ (iQLS, QST).
* 72K - @A PLT (Grad. Sch. Sci. Eng., Chiba Univ.). * %4tk - SRIS(SRIS, Tohoku Univ.)

3P-050 4G5 FEEMLUABETETNERAVMREICET S 2NV EIFEERE
The Investigation of Protein Conformations in Cellular Environment with Biomolecular Mimicking
Model
L 30# ' (Takunori Yasuda), FEFH B 2 (Rikuri Morita), 5[ 8 2 (Yasuteru Shigeta),
OJEH B ? (Ryuhei Harada)
VIR - A2 P(Univ. of Tsukuba, Biol.), > i K528 >~ % — (Univ. of Tsukuba, CCS)

3P-051 HEREEZBICHSREOEEHC LS HRREEYE VHH fiAOF A

Prediction of antigen-responding VHH antibodies by tracking the evolution of antibody along the
time course of immunization
O BT ' (Yoko Akazawa), #%J5l 3%/A ! (Yoshihisa Hagihara), #SH %1% 2 (Tomonari Matsuda),

BT 4R 3 (Nobuo Miyazaki), (il #X% ° (Norihiko Kiyose), fFHT 4= * (Yuji Ito),

FEH 4592 5 (Tetsuo Fukuta), 7K F4E ° (Yuusaku Mizuguchi)

"PERSHE (AIST). * 50K (Kyoto Univ.), * 7—=2 - YV =2 (#) (ARK). ‘K (Kagoshima Univ.). *JSR( # )(JSR)

3P-052 PDB NEHADBERZBIELETFITAY M FREEICKIEFFFET -2 DIRNE L F AR
Collection and method development of quantum chemical calculation data by the fragment
molecular orbital method following PDB data

Oz Kiifi ' (Daisuke Takaya), F Tl ! (Yu-Shi Tian), HHH' &K ! (Sota Tanaka),
R {8 B (Toma Miyagishi), % J1] #8J% ' (Shuhei Miyakawa), /N 723 Z ' (Naoko Konami),
% B35 T (Ruri Mihata), BB BAYK ' (Koji Okuwaki), JljEE =& —EE 2 (Koichiro Kato),
B -8 ° (Chiduru Watanabe), FEi% 3 ! (Kaori Fukuzawa)

"BOKBE - % - B 1% (Quant. Life Sci. Bioinfo., Grad. Sch. Pharm., The Univ. of Osaka).
2 JukBE - 1. (Dept. Appl. Chem., Kyushu Univ.). * #4#f BDR (RIKEN BDR)
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3P-3

RAZ—ET=Y (BRH A) / Poster & Exhibition (Exhibition Hall A)
68208 (£) /June 20 (Fri) 13:30 ~ 15:30

| mesenmis -

3P-053

3P-054

3P-055

3P-056

3P-057

3P-058

#8a - €1 X=2% / Protein/cellular functions, Imaging (3P-053 ~ 3P-065)

MTR4-RNA &)/ —LFEE R /N7 E SPF30 ICK S EHE RNA EIRE RNA KEEEADES
Involvement of MTR4-RNA exosome-associated protein SPF30 in the RNA metabolism through RNA
substrate selection
O M A (Yuito Tashima), /NEPSF EAE (Yuka Onodera), & H 3%k (Tatsuya Shida),

SR HE— (Keiichi Izumikawa), J3E JF I (Masami Nagahama)

3K - AR50 1% (Lab. of Mol. & Cell. Biochem., Meiji Pharm. Univ.)

2 ¥ N0tk AAA-ATPase NVL2 ORIBICERT 5 )R/ —LESHBEEER/IMEA L AGEDHE
Depletion of AAA-ATPase NVL2 impairs ribosome biogenesis and induces nucleolar stress response
O A HEH (Masahiro Nomoto), &)1 H:— (Keiichi Izumikawa), A&} 1EH] (Masanori Tamura),

JeK YWHIH (Sayuri Motonaga), J# it (Yuya Hirooka), J%ifE 1FE. (Masami Nagahama)

HIZER - A:4k55T-% (Lab. of Mol. & Cell. Biochem., Meiji Pharm. Univ.)

b ARERREBEZIFDREHENSZ /N Y Gamillus ZFUV=#2 - 7 FRET ICED < Ca*" IERED
BR
Improvement of the green-red FRET-based Ca’* indicator by using the green fluorescent protein,
Gamillus, with a trans chromophore
ORH A2 “? (Tomoki Matsuda), {3 {1 2 (Shinya Sakai), il 3:— 3 (Kei-ichi Okazaki),

kI fE75 ? (Takeharu Nagai)

VJRBLOK - B - MR (Biosci., Sci., Kiasato Univ.). Bk - JEWF (SANKEN, Osaka Univ.).

3 53 F-BF - RCCS(RCCS, Int. Mol. Sci.)

Nanoscopic immunophenotyping of small extracellular vesicles via HS-AFM
B rF4T ANYIF £ A< (Muhammad Isman Sandira), OV & F— ¥ 7 » ' (Kee Siang Lim),
T 52 Y (Takeshi Yoshida), ¥4 T)V< #FF b » Z ' (Elma Sakinatus Sajidah),
RS 12244 ' (Shinnosuke Narimatsu), 4°)Il 535 3 (Reon Imakawa), A YA > (Kota Yoshimura),
PEIB 4B | (Goro Nishide), F%7 Z.— Y7 ! (Yujia Qiu), HH] ¥ ' (Azuma Taoka),
I WG L4 (Masaharu Hazawa), 2 fitk ! (Toshio Ando), FE|I] J7H% 1.2 (Rikinari Hanayama),
U+ 7 JF v —F M (Richard W Wong)

'"WPI-NanoLSI. 4k (WPI-NanoLSI.Kanazawa University).
*fugs . P& . &K (Dept.of.Immunology. Faculty of Med. Kanazawa University).
*HL. &K (Col.of.Sci Engine. Kanazawa University). * ###iA1 W 7e8HE . &K (InFiniti. Kanazawa University)

iR 4 RERERFE S EEYE RBM22 O Cytiva Protein Select tag ZRAWV=AR & 4 RHXELREHE
Preparation of a novel quadruplex nucleic acid-binding protein RBM22 by Cytiva Protein Select tag
and its mechanism to recognize quadruplex

B 2 (Kei Matsuo), OKFE H2E (Kai Ohmori), BBk F5%& (Hidetaka Torigoe)

FOTIRLK - B - {b4 (Dept. of Chem., Grad. Sch. of Sci., Tokyo Univ. of Sci.)

ORE TRAYEV Y] LB 112 BREEX DX LD ~HiRBREERER CpcT V7—EORR~
Discovery of a Novel CpcT Lyase Involved in Pigment Transfer in the Red Alga Pyropia yezoensis
O 346 ! (Keisuke Saito), B EE4T 2 (Takayuki Narita), 34 1FA ° (Masaki Horitani)

"fERKBE - BT (Grad. Sch. Sci. Eng., Saga Univ.). * ek - B T2 (Fac. Sci. Eng., Saga Univ.).
PPEBUK - B4 (Fac. Agric., Saga Univ.)
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3P-059

3P-060

3P-061

3P-062

3P-063

3P-064

3P-065

STAT1/1 REZEMK, STAT1/2 ATOZEHR, &V STAT1/2/IRFI NTFO=EHFDESH EREIC

D% H% DNA RIS REDEEZ
Elucidation of DNA recognition specificity of STAT1/1 homodimers, STAT1/2 heterodimers, and
STAT1/2/IRF9 heterotrimers
OfIFE ik (Yuta lizuka), #)1] #i—HE (Yuichiro Takekawa), F§ 3 (Miku Minami),
e (J:E) HSE (Satomi Inaba-Inoue), A% 2§ (Aoi Sugiyama)
de KB - ZE 4w (Life Science, Hokkaido Uni.)

E MR L-PGDS DE X X EDFHRY I FORE

Search for new ligands such as vitamins for human L-PGDS

O/ 38— ' (Soichiro Kotani), A 4 3 (Miki Kurata), =4 FlIE | (Kazuki Mitani),
3 % — 2 (Koichi Uegaki), J&57< % 3 (Shigeru Shimamoto)

'SEKEE -+ #APLT (Grad. Sch. Sci. & Eng. Res., The Univ. of Kindai), ?3#K - £ (Agri., The Univ. of Kindai).
PJUEK - BT (Sci. & Eng., The Univ. of Kindai)

DERHIBRTARE TS50 D EREROS FEL

Phylogenetic analysis of lipocalin prostaglandin D synthase

Ot $K (Kodai Nakamoto), ¥[8 T-E (Chinatsu Noma), f{H B (Kei lida), J&A )% (Shigeru Shimamoto)
WKBE - #ABT. (Grad. Sch. Sci. & Eng. Res., Kindai Univ.)

XEHERTOARR TV NEGBBE L VRT7 S EBEHOHEERRER
Interaction analysis of prostaglandin binding protein from medaka with riboflavin derivative
O=4 FkE ' (Kazuki Mitani), 38 7%— 2 (Koichi Uegaki), J54% % * (Shigeru Shimamoto)

"EKBE - %A (Grad. Sch. Sci. & Eng. Res., Kindai Univ.). * ik - % (Agri., Kindai Univ.).
PJEK - BT (Sci. & Eng., Kindai Univ.)

DUOBH7 ) FURBATRENHIATHBEICEADTE
Effect of phosphate on the iron core structure formed within ferritin spherical shells
O 73H] (Katsuaki Hanabusa), ZxH I (Takumi Kuwata), fi)ii W57 (Haruki Sakakibara),

BN IR (Kazuo Fujiwara), 1] H3E (Masamichi Ikeguchi)

AMIKBE - #LT. - A4y (Dept of Biosci., Grad. Sch. of Sci. and Eng., The Univ. of Soka)

N=F ) VIREEZRHIEZ S DJ-1 OBEZRUEEEDRENR
Structural and Functional Analysis of Parkinson's disease linked DJ-1 mutations

OJNFIH —2 ' (Kazuma Yawata), k)2 BEWS | (Akinobu Senoo), Z+H1 T~ 2 (Sacko Yanaka),
AT NRA Tkt ! (Jose MM. Caaveiro)

" JUKBE - % (Grad. Sch. of Pharm. Sci., Kyushu Univ.). > HUs{#+42 K% (Science of Tokyo Univ.)

FA1T1 TEBRABDICED VNI ERE EFDERRIRESHRORHRIL
Decoding protein assembly and its dynamic state distributions with native electrophoresis
ORI JE4E (Motonori Matsusaki), 725 2 9% (Tomohide Saio)

K - JednEES (Inst. of Adv. Med. Sci, Tokushima Univ.)

3P4

RAZ—BREE (BB A) / Poster & Exhibition (Exhibition Hall A)
6820H (£) /June 20 (Fri) 13:30 ~ 15:30

| #t& - 74 =151 2% / Biophysics, Protein Folding (3P-066 ~ 3P-088)

3P-066

Gum Ghatti DILILWHIFHEEDEEIR
Analysis of the Emulsified Particle Structure of Gum Ghatti
OXi% 1 N\ ' (Kento Yonezawa), K[ FEME > (Ryuki lida), F 1 J$E > (Shoma Igarashi),
BT il 2 (Sawa Fusamae), {f)1] 1t > (Naoya Sagawa), AT Ml ° (Keigo Kinoshita),
[1JI% $— 2 (Yoichi Yamazaki), M #ET- 2 (Sachiko Tama-Fukai), A% #i4: 2 (Hironari Kamikubo)
' Z5 BSENK - CDG(CDG, NAIST). * ZsBesK - 3 (MS, NAIST), * =%z 7 - =7 - 74 (San-Ei Gen F. F. 1., Inc.)
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3P-067

3P-068

3P-069

3P-070

3P-071

3P-072

3P-073

3P-074

HANRESBIBERITTHLT YOO T =T 1 2 JHICE T 2BERRSHORE
Characterization of Transient Complex in Chaperone-Mediated Protein Folding by Integrative,
Dynamic Structural Biology
OReMt 5254 ' (Munehiro Kumashiro), A K 182 ? (Hiroyuki Kumeta), Welegedara Adarshi’,
FHB) JEW * (Tatsuya Niwa), i fii— ° (Shinichi Sato), Haocheng Qianzhu®, Elwy Abdelkader’,
Thomas Huber’, Gottfried Otting’, 752 %3 ' (Tomohide Saio)

"HEK - BEEAF (Inst. Adv. Med. Sci., Tokushima Univ.), >4tk - JediZE sy (Fac. Adv. Life Sci., Hokkaido Univ.).
*ANU - RSC - CIPPS(CIPPS, RSC, ANU). “Science Tokyo - #F4k: - Milfa+t >~ ¥ — (CBC, IIR, Science Tokyo).
SHCILK - 2B (FRIS, Tohoku Univ.). *ANU - RSC(RSC, ANU)

Bl X SRBREICE D7 2 O4 N BREDENEERFIR

Dynamic analysis of amyloid-f3 aggregation by diffracted X-ray blinking

ORI SEAHB ! (Kotaro Ozaki), 7555 — 3 2 (Kazuaki Yoshimune), A3 B 5A ' (Masahiro Kuramochi)
VIRIEOK - BT 28R (Graduate School of Science and Engineering, Ibaraki Univ.). > HAk#% (Nihon Univ.)

KaiC OV »EEEZFRICETF L 7= KaiC-KaiA IEREEDEL
Phosphorylation-Level-Dependent Changes in KaiC-KaiA Binding Strength
O A% ! (Arisa Nakao), Tl PR#SF ! (Risako Aoyama), [L[IE — ! (Yoichi Yamazaki),

BRI 15 2 (Shuji Akiyama), K% f@ A\ '* (Kento Yonezawa), /AL #2E * (Hironari Kamikubo)

VZE RSB - W (MS, NAIST), 2 5-F-BF - h%85F 3 2 7 2%+ ¥ ¥ — (CIMos, IMS, NINS),
SEIEK - 4 TR 2 — 2 (SOKENDAI. * 2 B4E8k - CDG (CDG, NAIST)

ENHLIFV 1 OBINT V7 2 —=IT 1 JIC KB HEEHIHOIEMR
Understanding the oxidative unfolding of human galectin-1 to control functional switching
O%:A) #2 ' (Shingo Kanemura), HJ FF35 ? (Kunisato Kuroi), [ [ #iZs 3 (Rina Okada),

3G SEHE ¢ (Motonori Matsusaki), [1117] %2 ° (Hiroshi Yamaguchi), AKH 2 ° (Hiroyuki Kumeta),

2% WL ¢ (Young-Ho Lee), 758 %3 * (Tomohide Saio), HiAk Ffl1 7 (Takakazu Nakabayashi),

PR TEA ' (Masaki Okumura)

"HUEK - SFEEHE (FRIS, Tohoku Univ.). > #iibik - # (Fac. of Pharm. Sci., Kobe Gakuin Univ.).

%K - B (Sch. of Sci., Kwansei Gakuin Univ.), * ik - JE5i#0F (Inst Adv Med Sci, Tokushima Univ.).
SAEK - AR R A @R ER%E 2 ~ & — (Fac. of Adv. Life Sci., Hokkaido Univ.),

O R SRR 3R ZEBE (KBSI, South Korea), ” #dt.X - 3 (Fac. of Pharm. Sci., Tohoku Univ.)

RERAICRING ZE T SHEBAMETO MR T

Light-driven inward proton pump with blue-shifted absorption spectrum

OMnE W ' (Yoshitaka Kato), Oded Beja®s Josefa Anton®, JF I #— ' (Keiichi Inoue)
"EK - PR (ISPS, The Univ. of Tokyo). *Technion Israel Inst. Tech., *Univ. of Alicante

MD X a1b—a2vIc&B A FIHMLER bV #iF D LEDGF ADFESRERDTHR

Binding stability of methylated histone fragments to LEDGF studied by MD simulation

85K HZ37 ' (Hinako Suzuki), BA) A1 >34 (Hisashi Okumura), OfJFfE B >** (Satoru Ttoh)
"fEMK - B (Dept. of Phys., Shinshu Univ.). * %+ 1-#f (IMS). *ExCELLS. *##fXx (SOKENDALI)

ECD &A1 #F > EEY 71 D& LC/MS IC KB/ FERLHOFHEFEE
Cyclicion mobility-enabled electron-capture dissociation for the characterization of
biotherapeutics
OZ%:Hl #4#81- ' (Etsuko Yada), Dale Cooper-Shepherd’. Emma Marsden-Edwards’,
i iR | (Kenji Hirose)
"HAY + — % — XX &4 (Nihon Waters K.K.), *Waters Corporation

ENRUEEMTEZRAVEHERAT T /HEEIM1IVA (rAAV) OERITEHNERD/=HDOEZT—4

70—
An Easy Workflow for Characterisation and Quantification of Recombinant Adeno-Associated
Viruses using Charge Detection Mass Spectrometry
O B3 ' (Kenji Hirose), JSHI AZ#E T ' (Etsuko Yada), Anisha Haris >, Rebecca J. D'Esposito’,
Kevin Giles *
"HA + — % — X (Nihon Waters K.K.). > 7+ —%—X 32—+ 1L —3 3 ¥ (Waters Corporation)
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3P-075

3P-076

3P-077

3P-078

3P-079

3P-080

3P-081

PDI LK > TRHREINBEBEIERARBAY Y Y AWED T =T 1 2 TICRIETSHROER
Understanding the folding assistance mechanism by which PDI binding induces a non-native helix
of substrate
OB L% ! (Kaisei Nozawa), 5E P2k > (Tsubura Kuramochi), 3 ZE3%5 2 (Kotone Ishii),

K 1,2 ¢ (Hiroyuki Kumeta), 3% JCH#E 3 (Motonori Matsusaki), & F W84 ¢ (Shunsuke Tomita),

I %2 ' (Hiroshi Yamaguchi), 2% Bt%: 7 (Young-Ho Lee), 454 7% 2 (Shingo Kanemura),

T A 5 (Tomohide Saio), B 1F4 23 (Masaki Okumura)

"Bk - BT (Sch. of Sci. and Tech., Kwansei Gakuin Univ.), > BUbk - B$FE%7 @ > 5 1 78 (FRIS, Tohoku Univ.).
P LK - 26y (Grad. Sch. of Life Sci., Tohoku Univ.).

YR - AR A AR RFgE & ~ & — (Fac. of Adv. Life Sci., Hokkaido Univ.).

K - JeIESEIF (Inst. of Adv. Med. Sci., Tokushima Univ.). ¢ BEERSHF (AIST).

7 i FIL R R RIS B (KBS, South Korea)

HREIB=RFTBRHIRIC KB NAEFREARD 2D KU 3D iR
2D and 3D analysis of antibody aggregates using three-dimensional optical wave field microscope
OEMA B ' (Satoru Nagatoishi), I f@ff > (Kensaku Shimoda), HtAS 73 2 (Kouhei Tsumoto),

K H —#k? (Kazuhiro Sugita)

"HOKBE - TL - IR T4 RS £~ # — (MDRCC, Sch. of Engineer., The Univ. of Tokyo).
PCKBE - T - N4 F Ty Y= 7Y ¥ 7 (Dep. of Bioeng, Sch. of Engineer., The Univ. of Tokyo).
* KI%iE T (Otsuka Electronics Co., Ltd.)

BERZAWVEYA 7OZBAICHTZH7 I 090 Fo— NEIREDOHAR

Amplification of amyloid seeds by acoustic streaming in a micro-scale space

O 35 KER (Kichitaro Nakajima), + 3 JBE AR (Shotaro Doi), 3£ 1R (Hirotsugu Ogi)
Bk - T (Grad. Sch. Eng.,Osaka Univ.)

HBV X EREZRAENTF FORENEBERF Bcl-xL EDOHEERICEAT WA
Research on aggregation of HBV X protein mutant peptide and interaction with host protein Bcl-xL
Ol Pt | (Hideki Kusunoki), M #2;2 % (Toshiyuki Tanaka), F#% %% * (Kaori Wakamatsu),

7 H %% > (Takashi Nagata)

YR - %G (RCBP in the Next Generation, NIID). * $i#%k - Z: 4834 (Inst. of Life and Environ. Sci., Univ. of Tsukuba).
PHEK - TARA + » % — (Life Sci. Center, TARA, Univ. of Tsukuba).

‘WK - BLT%KF (Grad. Sch. of Sci. and Tech., Gunma Univ.), ° 5K « = %V F—BL 05 (IAE, Kyoto Univ.).
SRR + = V¥ — B8R (Grad. Sch. of Energy Sci., Kyoto Univ.)

ety PZAWVWEER M ¥AOY MCM2 & Asf1 DX T LFA ) —LIBEADRZEDEIR
Effects of Histone Chaperones MCM2 and Asf1 on Nucleosome Structure Revealed by Optical
Tweezers Analysis

OfiHg 27 ' (Tomoko Sunami), H &% &1 2 (Kohji Hizume), Amarjeet Kumar'. % 74 " (Hidetoshi Kono)

'QST - |FEGF - A4k5F 3 3 2 (MMS, iQLS, QST). * S EERK - EEEE - thefseiine (BRC, Med, Saitama Med U).
TSk - B A BT - B 1-E4y (QLS, Grad Sch Sci Eng, Chiba U)

ATP REICIRTF L7277 2 O4 FRHER BB DRZA

ATP concentration-dependent mechanism of amyloid fibril formation

O FE— ' (Keiichi Yamaguchi), M E ¥ > (Maya Sawada), H1)E 3% KBS | (Kichitaro Nakajima),
I HiM " (Yuii Goto)
"B{K - T (Grad. Sch. of Eng., Osaka Univ.). > B{K - &1 (IPR, Osaka Univ.)

HARBICREbH B/ atk % /37 E ENTPD5 OFEHESKTETORT ) v 7 HliEHEE
Glycosylation-dependent allosteric mechanism of ER protein ENTPD5, responsible for cancer-
specific metabolism

OBIE —1F ! (Kazumasa Sakurai), A B 2 (Takuma Shiraki), SK{% HE@ | (Yasushige Yonezawa)
"YEEEK -SSR (Inst. Adv. Tech, Kindai Univ.). > JE# Kkt - 498 T. (Grad. Sch. BOST, Kindai Univ.)
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3P-082

3P-083

3P-084

3P-085

3P-086

3P-087

3P-088

HETBERETVOHESRLICKBIRBEEVNIEDT =T 1 2 JHEEOTH

Prediction of folding mechanisms of large proteins by accelerating the computation of statistical
mechanical models

OX #2385 ' (Koji Ooka). FiFt 5247 ** (Munehito Arai)

"HUK - %3 (Col. Arts & Sci., The Univ. of Tokyo). > %0k - &AL - 4 @vBi8% (Dept. Life Sci., The Univ. of Tokyo).
PHOK - B - P (Dept. Phys., The Univ. of Tokyo)

—5F FRET 2HEE AR HIEICEL S SARS-CoV-2N NI ED G215C ERE ) VBRLIEHE
£0 RNA 58S KURBEDRRIR

Analysis of RNA binding and structure of the G215C mutant and the phosphorylation mimetic
mutant of SARS-CoV-2 N protein by sm-FRET and FCS

O Y28 12 (Shion Ishikawa), Ji"[1] #itll ' (Takuya Katayama), Syamil MA Husna™.
Bk & 3 (Yuji Toh),  E5AG I8 1> (Satoshi Takahashi)

"Bk - 24y (Grad Sch. of Life Sci., Tohoku Univ.), * #dt X - %55 (IMRAM., Tohoku Univ.).
PHUEK - HaE - fb2% (Dept. of Chem. Grad Sch. of Sci., Tohoku Univ.)

RNDE NI BEOREEBET H B DA

Elucidating the mechanism by which flow promotes protein aggregation
KZ N vkt 2 (Masaki Otawa), I BE > (Satoru Itoh), QA AL “*® (Hisashi Okumura)
"MK (SOKENDAI). 2 4+ 1-#F (IMS). *ExCELLS

a-IXIbM1DE - RSB ZEE - §I#H9 S de novo NTF KO
De novo peptides that induce and modulate the liquid-liquid phase separation of a-synuclein
Ojtiz b 53 (Tatsuya Ikenoue), 4% #iH] (Hiroaki Suga)

HOK - B - 1k (Dept. of Chem., The Univ. of Tokyo)

DAMEI R /N0 8 p53 DEREDEER

Analysis of polymorphisms of tumor suppressor protein p53

OH I #2% ! (Emi Hibino). -7 Ui ! (Reiji Hijikata), & H % E8T ' (Natsuko Goda),
KB WL 2 (Takeshi Tenno), J#HH 75— '*3 (Hidekazu Hiroaki)
" %K - Bifil# (Grad. Sch. Pharm. Sci., Nagoya Univ.). “BeCellBar, *COMIT

Molecular basis for recognition and deubiquitination of the ribosomes

OftsPy fé "** (Ken Ikeuchi), Nives Ivic', Robert Buschauer’, Jingdong Cheng’. Thomas Froehlich®,
FYR J5 W ° (Yoshitaka Matsuo), Otto Berninghausen®, HfiFH F3Z * (Toshifumi Inada), Thomas Becker’.
Roland Beckmann®

VUL K FEERE R 7 @ v F 4 7 BESERT (FRIS, Tohoku Univ.), * BUL K £ e R #0730 (IMRAM, Tohoku Univ.).
*Gene Center, LMU Munich. “Dept. of Physic. Chem., Rudjer Boskovic Inst.. * $Ustk#2 BERF#RFZEH (IMSUT, Univ. of Tokyo)

PTFZIVBFF—EOBEREEZRHT I T/ KT 1+ DEAFTEEE
Mechanism of complexation of monobodies with a structural recognition site for adenylate kinase
ORI o ! (Takashi Matsuo), Ay IR ! (Ibuki Nakamura), F§3% sCv A 2 (Hiroshi Amesaka),

EJR 5 3 (Satoshi Nagao), Ki% f&t A\ '* (Kento Yonezawa), J§i Bfiifli > (Mizuho Hara),

A HE4fi 2 (Keisuke Okamoto), #7)5 Wik} | (Naoki Orito), [~ AfE #i4E ' (Hironari Kamikubo),

[ f2— 2 (Shun-ichi Tanaka)

' ZR R K - WAL (Div. of Mater. Sci. NAIST), * 5U#8IFF 7K - ZE B85 (Grad. of Life. Environ. Sci., Kyoto Pref. Univ.).
* OB ERHEIESE € ~ 4 — (SPring-8/JASRI). * % BB K - CDG(Center of Digital Green Innovation, NAIST)
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3P-5

RAZ—ET=Y (BRH A) / Poster & Exhibition (Exhibition Hall A)
6 A 20 Ei (%) / June 20 (Fri) 13:30 ~ 15:30

| 707#*—L - EBETI% / Proteomics/Protein engineering (3P-089 ~ 3P-111)

3P-089

3P-090

3P-091

3P-092

3P-093

3P-094

3P-095

3P-096

FAD-dependent Oxidoreductase CpaO Catalyzes an Unusual Ring Formation in Cyclopiazonic
Acid Biosynthesis

O Chin-Yuan Chang
National Yang Ming Chiao Tung University

RIARTF FZ AWV LV FEEN YT 24— A5 L\ BiVE D%

Development of novel gene therapy vector system BiVE using cyclic peptides

OZJ5t BT ' (Bmiko Mihara), Teerapat Anananuchatkul®, 1)1l #5¢ * (Haruo Aikawa),
K H AEE 3 (Yukihiko Sugita), # #HH ? (Hiroaki Suga), E5A #E— ' (Junichi Takagi)

" BRI (Institute for Protein Research, Osaka Univ.).
2 R F 2L F) (Department of Chemistry, School of Science The Univ. of Tokyo).
P HUKPEAE WA JET (Institute for Life and Med. Sci., Kyoto Univ.)

BE TREELERFAIIEEERERIT S AT L FASTIA ORI
FASTIA: A rapid and simple system for parallel analysis of variant interactions
O E # ' (Ryo Matsunaga), HtAS 753 >3 (Kouhei Tsumoto)

"HK - 1.+ 254 2~ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
20K - T. - b4 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo). * #Uk « EERHF (Inst. of Med. Sci., Univ. of Tokyo)

Enterovirus D68 (Z¥49 % virus-like particle 77 F > DORA%

Development of virus-like particle vaccine for Enterovirus D68

OREAR £ 2 (Tatsuya Karaki), T HiA ' (Kota Senpuku), REMH A4 * (Mika Hirose),
B B Bk 2 (Yuta Kunishima), 211 fEAHE ' (Kotaro Taniguchi), HiAY J& ¥~ 2 (Chikako Nakamura),
SEH: BCER 350 (Toshiro Hirai), B 2 *° (Takayuki Kato), 75 [ 3&HE >>>¢7% (Yasuo Yoshioka)

" BRRMAF (RIMD, Osaka Univ.). *BIKEN [ (BIKEN). * Bk Fi3€ (Grad. Sch. Pharm. Sci., Osaka Univ.),
* LR FBF (IPR, Osaka Univ.). ° Bk %638 (OTRI, Osaka Univ.). ° ik CAMaD(CAMaD, Osaka Univ.).
"Bk MEI(MEL, Osaka Univ.). ®Bik CiDER(CiDER, Osaka Univ.). ° #Ui& (3 2 ® & (Present affiliation is 2 only.)

FRMIREHS — AELEERFEHR S AT L AWV =8 N BBRRDIREZ(LDEELNIRH

Quantitative detection of state changes in protein solutions by the simultaneous measurement
system of microscope image and scattered light

OFF M KER ' (Jiro Kohda), il Z£1F ' (Hiromasa Niinami), )5 AL ' (Hisashi Fujiwara),
A1 BX ? (Shigeru Sugiyama), JEWF 8 ' (Yu Takano)
JE K - #5# (Fac. of Info. Sci., Hiroshima City Univ.), > #%1K « #LT. (Fac. of Sci. and Tech., Kochi Univ.)

Slot Blotting & ESI-/MALDI-MS Z# A& h - KEBILEYM ORFTE

The analysis method for Advanced Glycation End-Products with the combination of Slot blotting
and ESI-MS/MALDI-MS

O H P2 (Takanobu Takata)
PR (Kanazawa Med.)

M EGFRVHH D% hZzm X837 L —LT7—VZRICHYT MR
Investigation of framework mutations enhancing the potency of an anti-EGFR VHH
Oy Pt ! (Koki Shimmachi), JIHE $&— 2 (Koichi Kato), ZH1 &F 7 ! (Sacko Yanaka)

' B4k (Science Tokyo). * A fnAlk#EsE+L ~ ¥ — (ExCELLS)

RAEBRBAFOHFRIONVEOREEDTDERETA 77V ICRIFTHEEDTE
Effect of scaffold protein stability for antibody mimic molecules on their mutant libraries
ORI YA (Soma Wada), H1)I] W54 (Haruki Nakagawa), Fi35 v A\ (Hiroshi Amesaka),

HH f2— (Shun-ichi Tanaka), &% FIISC (Kazufumi Takano)

BUFK - BeZkBR (Grad. Sch. of Life Env. Sci., Kyoto Pref. Univ.)
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3P-097

3P-098

3P-099

3P-100

3P-101

3P-102

3P-103

3P-104

Application of highly soluble calmodulin to recombinant amyloid-beta peptide fusion
expression
OF 729 FH L= 7RI x (Dessalegn Abeje Tefera), L&IH ;A7 (Mitsuki Shibagaki),
7V AF Y b Yol I 7 (Jeremia Chrisnanto), -3 €5 (Fumi Hirai), Jx&E fE3% (Kanon Hattori),
1 SEW (Tatsuya Arai), FHIN 2VHE (Tomoyasu Aizawa)
Grad. Sch. Life Sci., Hokkaido University

SRR EMRR 2 /N A% (PUREfrex’) ZRWV=IEH 2 N B DIk 4 1 IEE 1586 E FEBTEL
Various lipid modifications and membrane localization of target proteins using a reconstituted cell-
free protein synthesis system
OBA 425! (Rena Matsumoto), AR HEBA 2 (Yasuhiro Shimane), A 7 2 (Kaori Kuno),

3 3 3 (Tatsuya Niwa), T 3545 3 (Hideki Taguchi), i §& T2 ? (Yutetsu Kuruma),

LR ! (Takashi Kanamori)

'Y—v7uvF 47 (#)(GeneFrontier Corp.). * MEERFSERIFEHERE - WILBIZER 7 7 1 7 5 A (X-star, JAMSTEC).
SRR - MAIISERE - Ml >~ & — (Cell Biology Center, 1IR, Science Tokyo)

b hhifk IgG B Fab OEEHEHZ IgA KU IgM BUZE#R L 7= Fab OEERERR OHESEEANDREE
Effects of replacing the constant region of human IgG Fab with IgA or IgM on the structural stability
and binding activity
O#A & 5 ! (Rara Sugimoto), HIAF 4735 ' (Hitomi Nakamura), A7 B A ? (Masato Kiyoshi),

FiIF BI T ? (Akiko Ishii-Watabe), I F & ' (Naoko Oda-Ueda), FZE 24§ ' (Takatoshi Ohkuri)

"B K (Dept. of Pharm. Sci. Sojo). * FEINZEE S £ A WFJE0T - AL EESEES (NIHS)

RAFEFERT7 H') L7 Fab OEEBHEADIN—TEEICH TS Pro ERFORER
Analysis of Pro mutations in the loop structure of the constant region of the antibody drug
adalimumab Fab
Ol E 24k ! (Ryosei Kawakami), FA} /IES] ! (Hitomi Nakamura), A7 B A 2 (Masato Kiyoshi),
£ BT 2 (Akiko Ishii-Watabe), . H & F | (Naoko Oda-Ueda), IR 24§ ! (Takatoshi Ohkuri)
' 22k k4 (Dept. of Pharm. Sci. Sojo Univ.). * FEINZEE 36 £ 8 AEWFZET - ZE P3R5 E8 (NTHS)

BERIRICERS EVOEEFMIC LB BERPOEEEROME

Acquisition of Structural Information in Solution Using Mass Spectrometry
FA JEhi | (Biji Kojitani), ZE(jHE 2 #iWE | (Arisa Suto), 5% K— ' (Taichi Takasawa),
/AR 2851 12 (Yoshio Kodera), O3 22 12 (Takashi Matsui)

"JeHK - B (Grad. Sch. Sci., Kitasato Univ.),
ZJeHK - B - M7 1 7 4 3 2 Z (Cent. Desiease Proteomics, Sch. Sci., Kitasato Univ.)

wERHEEMRE LUk Lauryl maltose neopentyl glycol IZ & 2 BT5LIREDRIR
Development of Lauryl maltose neopentyl glycol assisted sample preparation for low-input sample
O#M 22 (Ryo Konno), 47)I] J¥ % (Masaki Ishikawa), H1JE Kiifj (Daisuke Nakajima), 3% #fi41 (Yusuke Endo),

/N W (Osamu Ohara), )1 B i~ (Yusuke Kawashima)

3" & DNA 1F%e07 (Kazusa DNA research institute)

EHERXERIGEDOEMHUEHHZFNALERET V7L — MRIEORR
Development of biepitopic antigen-templated chemical reaction by site-specific conjugation of
biorthogonal reacting groups
OfkBE %28 12 (Hiroki Akiba), PH 11| 4 ACHE | (Kentaro Nishiyama), & #3% 2 (Haruhiko Kamada),
KB 35 2 (Hiroaki Ohno)
" 50K - # (Grad Sch. of Pharm. Sci., Kyoto Univ.). * BEZ4 50 (Natl. Inst. Biomed. Health Nutr.)

KADZ N EEBEEERAZRM L THRE LAEIE M—TRERE
Epitope-recognizing antibodies engineered by mimicking native protein-protein interactions
Owi# % ' (Hikaru Nakazawa), A Z25] | (Taiji Katsuki), F3J% 22 3 (Takashi Matsui),

H BAlI 2 (Yoshikazu Tanaka), it Jfe ! (Mitsuo Umetsu)

"HURK - Be T - 234 oF T2 (Dept. of Biomol. eng., Tohoku Univ. Tech.). * #8tk - Bi - 24 (Tohoku Univ. Agri.).
SJEMK - B (Kitasato Univ. Sci.)
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3P-105

3P-106

3P-107

3P-108

3P-109

3P-110

3P-111

DAIAZVINGEE PDZ R XA 2 OHEERRER
Interaction analyses between virus proteins and PDZ domains

ORI Wl (Takeshi Tenno), A 4l (Haruka Takagi), & HE P 2K+~ (Uiko Tomiyasu),
J# B F5— (Hidekazu Hiroaki)

%K - e - A3 (Grad. Sch. of Pharma. Sci., Nagoya Univ.)

RNaseH1 EHEMERATAINTFRETFEAF ) IX VLA F FOBME
Fusion of RNaseH1-interacting peptide and antisense oligonuleotide

O4H &#1 ! (Natsuko Goda), FAH 38K ! (Yoshihiro Moai), {i57K %2 ! (Saki Shimizu),
K BE R ! (Takafumi Hosokawa), 3 5L i#%% B0 ! (Naori Tsurumi), 475 Bl F 2 (Sonoko Ishino),

B Bk 2 (Yoshizumi Ishino), KB WL ' (Takeshi Tenno), H ILEF $&£3% ! (Emi Hibino), a [ =
G s ' (Tetsuya Kodama), J#EHH 75— '** (Hidekazu Hiroaki) (o] -g
;ZEEk - B - Al (Grad. Sch. Pharm. Sci., Nagoya Univ.). > Juilk - % (Dep. Biosci. and Biotec., Kyusyu Univ.). § a
£l 441 BeCellbar(BeCellbar, LLC). * % it& K - COMIT(NU-COMIT) on

S

EGFP & &1 L7 S =& /U B de novo HEt EREE '; .
De novo design and verification of EGFP-binding mini-proteins Q g

ORH %= (Shinzan Okada), 44} i (Koreyoshi Imamura), 4-H1 347 (Hiroyuki Imanaka)
[& LK kE - B2 HEF (Grad. Sch. of Env., Life, Nat. Sci. & Tech., Okayama Univ.)

A THilREmmARICHREZEE T SHRE/ 7 O0—FHIVInED S FREkE
Molecular recognition mechanism of a novel monoclonal antibody that induces cell death in adult
T-cell leukemia cells
O % ' (Takahiro Tsuyuki), Adrian Guillen Poza Pablo', i \»* & ! (Izumi Kato),
=4 24! (Shunsuke Kita), 36 I5K ! (Kota Nagasato), 5 1E A ! (Masato Sumi),
HBoK BT (Kimiko Kuroki), Fiff B9z >4 (Katsumi Maenaka), Tij Hl 1B B 1 (Naoyoshi Maeda)

" Jt K BegE (Facul. Pharm. Sci., Hokkaido Univ.). * AL R AMREF (Inter. Inst. Zoonosis Control, Hokkaido Univ.)
PAEKT 7 5 L3 (Inst. Vaccine Res. & Devel., Hokkaido Univ.). * Ju ki3 (Facul. Pharm. Sci., Kyushu Univ.).
5 et Bk 3E (Sch. Pharm. Sci., Health Sci. Univ. of Hokkaido.)

1 REFICE DA EERMRRT CHaefF R
Development of antibody production technology using rice seeds and its functional analysis
O #iA ' (Yuta Sawasaki), HIEE VEF 2 (Yoko Kato), [ #iK ! (Kohdai Yamada).,

F%M A ? (Shigeto Morita), 344} B2 > (Takehiro Masumura), WF{% %2 ! (Akira Nozawa),

{5 5% ! (Tatsuya Sawasaki)

'K + PROS(PROS, Ehime Uni).
* BURRRE LR R B G BEBE R F%E R} (Grad. Sch. Life and Enviro. Sci., Kyoto Pref. Univ.)

3D RAAM VA EVITFHA LK BFE 2 i EEEERE DR R

Regulating the orientation of homobivalent small binders through 3D domain-swapping design
B 4 ! (Shota Shiga), Y% 58 ! (Hideki Watanabe), ELRE 54 2 (Koki Makabe),
ZH BLHL ' (Shinya Honda)

UPERSHE + N4+ X 74 A1V (Biomedical Research Institute, AIST).
PIUPEK - BT - {234 F (Grad. Sch. Sci Eng., Yamagata Univ.)

HBZTT ) BEEIAIWVADGT ) LHBICEE LM IVA R N BOBEZ L DR DAREA
The relationship between structural changes in viral proteins associated with genome release of
recombinant adeno-associated virus
OWIET #if ' (Yuki Yamaguchi), |4 We75 ' (Saki Shimojo), JFH %% ! (Tomohiko Ikeda),
FEJE S5 1 (Mitsuko Fukuhara), 3fEFp BEY ' (Yasuo Tsunaka), 77 Bi#b ' (Risa Shibuya),
Mark A. V. Rocafort', HiI5 i#i# ' (Ryoji Nakatsuka), A $— ' (Kiichi Hirohata),
BB B 1 (Tetsuo Torisu), NI ' (Susumu Uchiyama)
"BOK - T - 2B T4 (Dept. of Biotech., Grad. Sch. of Eng., Osaka Univ.), > 2— + X 5 ¢ 2 (U-medico)
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